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Supplementary Table S2. The primers are used for amplifying the flanking sequence of selected 30
single nucleotide polymorphisms

Position Ensembl transript ID Reference Alternative Upper 5°-3° Lower 5°-3°
allele allele
3118518 GOAT_ENSBTAP00000025104 gen G A CAGTCTCGTCATCA GATTCTCCAGGCAAGA
e GTTTGGA GCAC
3138042 GOAT_ENSBTAP00000025104_gen T G GGGAGTAGGAGGGA  GACTCGGCGTTTCCTC
e GAATGG TAGC
GOAT_ENSBTAP00000025104_gen GCCTCCACCACATG GCTGCCTGCTGTCATT
3152902 N A G GAAT TCT
GOAT_ENSBTAP00000025104 gen GCCTCCACCACATG GCTGCCTGCTGTCATT
3153099 o C G GAAT TCT
GOAT_ENSBTAP00000025104_gen GCCTCCACCACATG GCTGCCTGCTGTCATT
3153136 N = — A G GAAT TCT
1250786 GOAT_ENSBTAP00000046531_gen G A CAA GAA AGC ATG CCT ACA TCC TCA TCA
e GAA AAC AC AAAC
1250824 GOAT_ENSBTAP00000046531 gen T C CAA GAA AGC ATG CCT ACA TCC TCA TCA
e GAA AAC AC AAAC
GGTTCTCATTTCTTG  TGCTGTAGACTGTTTG
1081115 goat GLEAN_10004966_gene T C CCTGTG GGATG
GGTTCTCATTTCTTG  TGCTGTAGACTGTTTG
1081142 goat GLEAN 10004966 gene T C CCTGTG GGATG
GGTTCTCATTTCTTG  TGCTGTAGACTGTTTG
1081174 goat GLEAN_10004966_gene A G CCTGTG GGATG
1256778 GOAT_ENSBTAPO00000011175_gen C G GAGGCACTCCTGAA TGGGCACAATCTGGTG
e GCAAGT AAC
1256789 GOAT_ENSBTAP00000011175_gen A C GAGGCACTCCTGAA TGGGCACAATCTGGTG
e GCAAGT AAC
1276221 GOAT_ENSBTAP00000011175_gen G A CGCCGTAATCTGAC ATCAAGACGCAGGAG
e TGGTG GAGGA
1276265 GOAT_ENSBTAP00000011175_gen T G CGCCGTAATCTGAC ATCAAGACGCAGGAG
e TGGTG GAGGA
TCTTTGGCAGGGCT GCAGTTACCAAGCTTT
80780872 GOAT_ENSP00000389998 gene C T AATCAA TGCTG
GGTTCCATGAATTCC TGGTTGGTTGGTTGGT
80783883 GOAT_ENSP00000389998 gene C A ATTCCAA TGTT
AGAGTCTCGCAGGG  CTGGAGGGTAGTGGCA
80784499 GOAT_ENSP00000389998 gene A T CCATT ACCT
TGCTAGAGCTGTGG TGTGGTGGCACAGAAA
80794826 GOAT_ENSP00000389998 gene A G GTCCTC GGTT
CGAGGAAACAAGGA  CCAGATTTGTCCATTG
80800830 GOAT_ENSP00000389998 gene A G GACCAC GGAGT
TGCAAAGAGTTGGA  CATCAGTTTGCTTGCT
80809897 GOAT_ENSP00000389998 gene C G AATGACTG AGAGTTG
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AGCATGGGAGTTGG
CACTTA
GGCCAAAGGACATT
GAAGAAG
CTAGCTTGTCGGCA
GTCCAT
CTAGCTTGTCGGCA
GTCCAT
TGGAGGGACATTTA
CTGCCTTA
ACCCACCTTTGTCTT
CATGG
TGAGCTTCTTCTTGC
CCTTG
CACACGAGCACAGG
TAGTGG
CAGCATAACCCTTA
GCACACC
GCTGATGAGGTACT
GCACGA

CGATGGAGAAGCCAT
AGCAG
TGGCTGAGATATGGAG
ACACA
GCGAATCTATGCAGGT
TTGA
GCGAATCTATGCAGGT
TTGA
GGCTTTCTTTGTCTTCT
TGAGC
CACGGTGGCACTGGTA
AACT
CTCAGCATCGCCTTCA
ACC
GGGTCGCAAAGAATC
AGACA
CAGTGGAGTTGGATGG
GATG
TGAGGCCCAGCAAGGT
TAG
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