Additional file 1. All cecal bacterial communities of Pekin ducks under different light color

Phylum Class Order Family Genus Species
Firmicutes Clostridia Clostridiales F i ium |_bacterium_g_F ium

Bacteroidetes  Bacteroidia Bacteroidales Rikenellaceae Alistipes gut_metagenome_g__Alistipes

Firmicutes Clostridia Clostridiales Lachnospiraceae [Ruminococeus]_torques_group  uncultured_Clostridiales_bacterium_g__[Ruminococcus]_torques_group
Pr ia  Gammapr ia  Enterobacteriales Enterobacteriaceae  Escherichia-Shigella Escherichia_coli_g__Escherichia-Shigella

Firmicutes Clostridia Clostridiales F i ium bacterium_ic1379

Bacteroidetes  Bacteroidia Bacteroidales Rikenellaceae Alistipes unclassified_g__Alistipes

Firmicutes Bacilli L L L i unclassified_g__Lactobacillus

Firmicutes Clostridia Clostridiales i uncultured_bacterium_g__Subdoligranulum

Firmicutes Clostridia Clostridiales L ified_f__L _f_L iraceae

Firmicutes Clostridia Clostridiales Lachnospiraceae Blautia unclassified_g__Blautia

Firmicutes Clostridia Clostridiales Lachnospiraceae Eisenbergiella |_bacterium_g__Eisenbergiell

Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus

Firmicutes Clostridia Clostridiales L ified_f__L _f_L iraceae

Firmicutes Bacilli L i L i L Lactobacillus_salivarius

Firmicutes Clostridia Clostridiales Lachnospiraceae Shuttleworthia uncultured_bacterium_g__Shuttleworthia

Firmicutes Clostridia Clostridiales Ruminococcaceae  Butyricicoccus uncultured_bacterium_g__Butyricicoccus

Firmicutes Clostridia Clostridiales Lachnospiraceae [Ruminococeus]_torques_group  unclassified_g__[Ruminococcus]_torques_group

Firmicutes Clostridia Clostridiales L i L idium unclassified_g__Lachnoclostridium

Firmicutes Clostridia Clostridiales ridium_9 unclassified_g__Ruminiclostridium_9

Firmicutes Clostridia Clostridiales unclassified_g__Subdoligranulum

Firmicutes Clostridia Clostridiales . UCG-014 unclassified_g__Ruminococcaceae_UCG-014

Pre ia ia Burkholderial Parasutterella uncultured_organism_g__Parasutterella

Firmicutes Clostridia Clostridiales F i ium |_bacterium_g_F jum

Firmicutes Clostridia Clostridiales Clostridiales_vadinBB¢ norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales F i ium |_bacterium_g_ F ium

Firmicutes Clostridia Clostridiales L i ied_f__| _f__Lachnospiraceae

Firmicutes Bacilli L L L Lactobacillus_vaginalis

Firmicutes Clostridia Clostridiales Lachnospiraceae Sellimonas unclassified_g__Sellimonas

Firmicutes Clostridia Clostridiales L ified_f__L _f_L iraceae

Firmicutes Clostridia Clostridiales i norank_f__| _g__norank_f_|

Firmicutes Erysipelotrichia Erysipelotrichales  Erysipelotrichaceae  Erysipelatoclostridium bacterium_ic1391

Firmicutes Clostridia Clostridiales Ruminococcaceae  [Eubacterium]_coprostanoligenes_g unclassified_g__[Eubacterium]_coprostanoligenes_group
Firmicutes Bacilli L Enter Enterococcus_cecorum

Firmicutes Clostridia Clostridiales L i ied_f__L _f_Lachnospiraceae

Firmicutes Clostridia Clostridiales | _f__Rumi

Firmicutes Clostridia Clostridiales L i L idium Clostridium_sp._BR31

Firmicutes Clostridia Clostridiales norank_f_| Clostridiales_bacterium_24-4c

Firmicutes Bacilli Bacillales ied_f__| f

Firmicutes Clostridia Clostridiales Lachnospiraceae [Ruminococeus]_torques_group  uncultured_Clostridiales_bacterium_g__[Ruminococcus]_torques_group
Firmicutes Clostridia Clostridiales Lachnospiraceae [Eubacterium]_hallii_group uncultured_bacterium_g__[Eubacterium]_hallii_group
Firmicutes Clostridia Clostridiales Lachnospiraceae Anaerostipes Anaerostipes_butyraticus

Firmicutes Clostridia Clostridiales i . UCG-014 uncultured_bacterium_g__Ruminococcaceae_UCG-014
Firmicutes Clostridia Clostridiales Lachnospiraceae Sellimonas bacterium_P1C11

Firmicutes Clostridia Clostridiales Chri Chr . R-7_group ified_g__ Chr . R-7_group

Firmicutes Clostridia Clostridiales Ruminococcaceae  Butyricicoccus unclassified_g__Butyricicoccus

Bacteroidetes Bacteroidia Bacteroidales Bacteroidaceae Bacteroides Bacteroides_acidifaciens

Firmicutes Clostridia Clostridiales i . UCG-014 unclassified_g__Ruminococcaceae_UCG-014

Firmicutes Clostridia Clostridiales L i L idium unclassified_g__Lachnoclostridium

Firmicutes Clostridia Clostridiales _UCG-005 |_organism_g__Rumii _UCG-005
Firmicutes Erysipelotrichia Erysipelotrichales  Erysipelotrichaceae  Erysipelatoclostridium [Clostridium]_spiroforme

Tenericutes Mollicutes Mollicutes_RF9  norank_o__Moll norank_o__Mollicutes_RF9 |_bacterium_g__norank_o__Mollicutes_RFS
Firmicutes Clostridia Clostridiales Lachnospiraceae Tyzzerella uncultured_organism_g__Tyzzerella

Firmicutes Clostridia Clostridiales i ridium |_bacterium_g_| i idium

Firmicutes Clostridia Clostridiales Ruminococcaceae  Butyricicoccus Butyricicoccus_pullicaecorum_1.2

Firmicutes Clostridia Clostridiales i . UCG-014 |_bacterium_g_| _UCG-014
Firmicutes Clostridia Clostridiales Lachnospiraceae norank_f__Lachnospiraceae Clostridiales_bacterium_CHKCIO01

Pr ia  Gammapr a Pseudomonas_brenneri

Firmicutes Clostridia Clostridiales norank_f__| _g__norank_f_|

Firmicutes Clostridia Clostridiales i :_UCG-014 unidentified_rumen_bacterium_Jw32

Firmicutes Clostridia Clostridiales . UCG-014 uncultured_rumen_bacterium_g__Ruminococcaceae_UCG-014
Firmicutes Clostridia Clostridiales L L iraceae_NK4A136_group  unclassified_g__Lachnospiraceae_NK4A136_group

Firmicutes Clostridia Clostridiales Clostridiales_vadinBB¢ norank_f__ Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales Lachnospiraceae Coprococcus_1 uncultured_organism_g__Coprococcus_1

Firmicutes Clostridia Clostridiales L i ied_f__L i _f__Lachnospiraceae

Firmicutes Clostridia Clostridiales i . UCG-014 |_organism_g__Rumi . UCG-014
Firmicutes Clostridia Clostridiales Lachnospiraceae Blautia Blautia_hydrogenotrophica

Firmicutes Clostridia Clostridiales norank_f_| _g__norank_f_|

Firmicutes Clostridia Clostridiales Peptostreptococcacea Romboutsia uncultured_bacterium_g__Romboutsia

Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus uncultured_bacterium_g__Anaerotruncus

Firmicutes Clostridia Clostridiales i . UCG-014 uncultured_bacterium_g__Ruminococcaceae_UCG-014
Firmicutes Clostridia Clostridiales . UCG-014 unclassified_g__Ruminococcaceae_UCG-014

Firmicutes Clostridia Clostridiales Ruminococcaceae  [Eubacterium]_copr i . g gut_ _g__[Eubacterium]_coprostanoligenes_group
Firmicutes Clostridia Clostridiales i _UCG-005 unclassified_g__Ruminococcaceae_UCG-005

Firmicutes Clostridia Clostridiales Ruminococcaceae  Flavonifractor uncultured_bacterium_g__Flavonifractor

Firmicutes Clostridia Clostridiales i . UCG-014 |_bacterium_g_| _UCG-014
Firmicutes Clostridia Clostridiales ._UCG-005 uncultured_prokaryote_g__Ruminococcaceae_UCG-005
Firmicutes Clostridia Clostridiales | ied_f__Rumi

Firmicutes Clostridia Clostridiales Ruminococcaceae  Butyricicoccus unclassified_g__Butyricicoccus

Firmicutes Clostridia Clostridiales L ified_f__L _f_L iraceae

Firmicutes Bacilli L i tr tr tr ¥ _subsp._

Firmicutes Clostridia Clostridiales norank_f_| _bacterium_AM2

Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ uncultured_organism_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales Lachnospiraceae Shuttleworthia uncultured_bacterium_g__Shuttleworthia

Firmicutes Clostridia Clostridiales Lachnospiraceae Blautia uncultured_bacterium_g__Blautia

Firmicutes Clostridia Clostridiales i . UCG-014 uncultured_rumen_bacterium_g__Ruminococcaceae_UCG-014
Firmicutes Clostridia Clostridiales . UCG-004 unclassified_g__Ruminococcaceae_UCG-004

Firmicutes Clostridia Clostridiales norank_f_| human_gut_metagenome_g__norank_f__Ruminococcaceae
Firmicutes Clostridia Clostridiales L i | i_group bacterium_ic1296

Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerofilum |_bacterium_g__Anaerofilum

Firmicutes Clostridia Clostridiales L i ied_f__| _f__Lachnospiraceae

Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Erysipelotrichia Erysipelotrichales  Erysipelotrichaceae  Erysipelatoclostridium Candidatus_Stoquefichus_sp._SN16

Firmicutes Clostridia Clostridiales Lachnospiraceae [Eubacterium]_hallii_group uncultured_bacterium_g__[Eubacterium]_hallii_group
Firmicutes Clostridia Clostridiales i idium_5 uncultured_bacterium_g__Ruminiclostridium_5

Firmicutes Clostridia Clostridiales Chr Chri _R-7_group |_bacterium_g__Chr _R-7_group
Firmicutes Clostridia Clostridiales Lachnospiraceae Blautia unclassified_g__Blautia

Firmicutes Clostridia Clostridiales L ified_f__L _f_L iraceae

Firmicutes Clostridia Clostridiales i ._UCG-005 uncultured_Clostridiales_bacterium_g__Ruminococcaceae_UCG-005
Firmicutes Clostridia Clostridiales | f_| f

Firmicutes Clostridia Clostridiales L i ied_f__| _f_Lachnospiraceae

Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus uncultured_bacterium_g__Anaerotruncus

Firmicutes Clostridia Clostridiales L i ied_f__| _f__Lachnospiraceae

Firmicutes Clostridia Clostridiales Ruminococcaceae Anaerotruncus Anaerotruncus_colihominis_DSM_17241

Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ uncultured_Clostridia_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Pr ia  Gammapr a unclassified_g__Pseudomonas

Firmicutes Clostridia Clostridiales Chri Chr . R-7_group _g_ Chr . R-7_group

Firmicutes Clostridia Clostridiales uncultured_Subdoligranulum_sp.

Firmicutes Clostridia Clostridiales Lachnospiraceae Marvinbryantia unclassified_g__Marvinbryantia
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Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ unclassified_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales L _f_L _f_L iraceae

Firmicutes Clostridia Clostridiales . NK4A214_group uncultured_organism_g__Ruminococcaceae_NK4A214_group
Firmicutes Clostridia Clostridiales L _f_L ied_f__L iraceae

Firmicutes Clostridia Clostridiales D Defluvi _UCG-011 uncultured_bacterium_g__Defluviitaleaceae_UCG-011
Firmicutes Clostridia Clostridiales i :_UCG-010 _bacterium_g__| _UCG-010
Firmicutes Clostridia Clostridiales . UCG-014 unclassified_g__Ruminococcaceae_UCG-014

Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ unclassified_g__norank_f__Clostridiales_vadinBB60_group
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__| _RF9 _g__norank_o__| _RF9

Firmicutes Clostridia Clostridiales t ium |_bacterium_g__Hydr ium
Firmicutes Clostridia Clostridiales . UCG-014 unclassified_g__Ruminococcaceae_UCG-014

Firmicutes Clostridia Clostridiales :_UCG-014 _bacterium_g__| _UCG-014
Firmicutes Clostridia Clostridiales norank_f__| _g__norank_f_|

Firmicutes Bacilli L L L i Lactobacillus_aviarius

Firmicutes Clostridia Clostridiales L | f_ L _f_Lachnospiraceae

Firmicutes Clostridia Clostridiales Lachnospiraceae Eisenbergiella unclassified_g__Eisenbergiella

Firmicutes Clostridia Clostridiales i norank_f__| _sp._16442

Firmicutes Clostridia Clostridiales Ruminococcaceae Ruminococcus_1 unclassified_g__Ruminococcus_1

Firmicutes Clostridia Clostridiales Lachnospiraceae Lachnospira unclassified_g__Lachnospira

Tenericutes Mollicutes Mollicutes_RF9 norank_o__Moll norank_o__| i _RF9 _bacterium_g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales i ied_f__| _f_|

Firmicutes Erysipelotrichia Erysipelotrichales  Erysipelotrichaceae  norank_f__Erysipelotrichaceae Clostridiales_bacterium_10-3b

Firmicutes Clostridia Clostridiales Peptococcaceae norank_f__Peptococcaceae uncultured_bacterium_g__norank_f__Peptococcaceae
Firmicutes Clostridia Clostridiales L _f_L _f_L iraceae

Firmicutes Clostridia Clostridiales L | f_ L _f_Lachnospiraceae

Firmicutes Clostridia Clostridiales Ruminococcaceae Anaerotruncus uncultured_bacterium_g__Anaerotruncus

Firmicutes Erysipelotrichia Erysipelotrichales  Erysipelotrichaceae  norank_f__Erysipelotrichaceae Clostridiales_bacterium_60-7e

Firmicutes Clostridia Clostridiales i :_UCG-014 unclassified_g__Ruminococcaceae_UCG-014
Bacteroidetes  Bacteroidia Bacteroidales Rikenellaceae Alistipes gut_metagenome_g__Alistipes

Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__Mollicutes_RF9 gut_metagenome_g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales i |_f_| ified_f__|

Firmicutes Erysipelotrichia Erysipelotrichales  Erysipelotrichaceae  Faecalitalea unclassified_g__Faecalitalea

Firmicutes Bacilli L i L i L Lactobacillus_johnsonii

Bacteroidetes  Bacteroidia Bacteroidales Rikenellaceae Alistipes unclassified_g__Alistipes

Firmicutes Clostridia Clostridiales i i unclassified_g__Subdoligranulum

Pr ia  Deltapr ia D ionales Di jonaceae D unclassified_g__Desulfovibrio

Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ unclassified_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Erysipelotrichia Erysipelotrichales  Erysipelotrichaceae  E: idium ied_g_ E idium

Firmicutes Clostridia Clostridiales Lachnospiraceae [Ruminococcus]_torques_group  unclassified_g__[Ruminococcus]_torques_group
Firmicutes Clostridia Clostridiales i _UCG-014 unclassified_g__Ruminococcaceae_UCG-014
Actinobacteria  Actinobacteria Coriobacteriales Coriobacteriaceae Senegalimassilia Coriobacteriaceae_bacterium_CHKCI002

Firmicutes Clostridia Clostridiales i _UCG-014 _bacterium_g__| _UCG-014
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus uncultured_organism_g__Anaerotruncus

Firmicutes Clostridia Clostridiales norank_f__| _g__norank_f__|

Firmicutes Clostridia Clostridiales Clostridiales_vadinBB¢ norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
C a G a philale: norank_o__Gastranae norank_o__Gastranaerophilales  uncultured_rumen_bacterium_g__norank_o__Gastranaerophilales
Firmicutes Clostridia Clostridiales L i | f_ L i _f__Lachnospiraceae

Firmicutes Clostridia Clostridiales :_UCG-010 gut_metagenome_g__Ruminococcaceae_UCG-010
Firmicutes Clostridia Clostridiales L | f_ L i _f__Lachnospiraceae

Firmicutes Clostridia Clostridiales Dy De i _UCG-011 _bacterium_g__Di i _UCG-011
Firmicutes Clostridia Clostridiales Lachnospiraceae Blautia uncultured_bacterium_g__Blautia

Firmicutes Clostridia Clostridiales Chr Chri; _R-7_group i_g__Chri :_R-7_group
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__Mollicutes_RF9 uncultured_bacterium_g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales Ruminococcaceae Anaerotruncus unclassified_g__Anaerotruncus

Firmicutes Clostridia Clostridiales Clostridiales_vadinBB¢ norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales Ruminococcaceae Anaerotruncus uncultured_Clostridiaceae_bacterium_g__Anaerotruncus
Firmicutes Clostridia Clostridiales Ruminococcaceae  Flavonifractor uncultured_bacterium_g__Flavonifractor

Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ unclassified_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales L _f_L _f_L iraceae

Firmicutes Erysipelotrichia Erysipelotrichales  Erysipelotrichaceae  Erysipelatoclostridium Clostridiales_bacterium_CHKCIO06

Firmicutes Clostridia Clostridiales L ified_f__L ied_f__L iraceae

Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus uncultured_bacterium_g__Anaerotruncus

Firmicutes Clostridia Clostridiales i _UCG-010 _bacterium_g__| _UCG-010
Firmicutes Clostridia Clostridiales unclassified_g__Subdoligranulum

Firmicutes Clostridia Clostridiales Lachnospiraceae Blautia uncultured_bacterium_g__Blautia

Firmicutes Clostridia Clostridiales Chri Chr . R-7_group uncultured_bacterium_g__Christensenellaceae_R-7_group
Tenericutes Mollicutes Mollicutes_RF9 norank_o__Moll norank_o__| i _RF9 _bacterium_g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ uncultured_organism_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales L _f_L _f_L iraceae

Firmicutes Clostridia Clostridiales idium_9 uncultured_bacterium_g__Ruminiclostridium_9
Firmicutes Bacilli L L L Lactobacillus_agilis

Firmicutes Clostridia Clostridiales Lachnospiraceae Marvinbryantia uncultured_organism_g__Marvinbryantia

Firmicutes Clostridia Clostridiales i _UCG-014 unclassified_g__Ruminococcaceae_UCG-014

Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ uncultured_rumen_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Tenericutes Mollicutes Mollicutes_RF9 norank_o__Moll norank_o__| i _RF9 _bacterium_g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales Lachnospiraceae Coprococcus_1 unclassified_g__Coprococcus_1

Firmicutes Clostridia Clostridiales L ified_f__L _f_L iraceae

Firmicutes Clostridia Clostridiales . UCG-014 unclassified_g__Ruminococcaceae_UCG-014

Firmicutes Clostridia Clostridiales norank_f__| _g__norank_f__|

Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus uncultured_bacterium_g__Anaerotruncus

Firmicutes Clostridia Clostridiales Ruminococcaceae Anaerotruncus uncultured_bacterium_g__Anaerotruncus

Firmicutes Clostridia Clostridiales i idium_5 unclassified_g__Ruminiclostridium_5

Firmicutes Clostridia Clostridiales Family_XIll [Eubacterium]_nodatum_group Eubacteriaceae_bacterium_Marseille-P2843

Firmicutes Clostridia Clostridiales Chri Chr . R-7_group uncultured_bacterium_g__Christensenellaceae_R-7_group
Firmicutes Clostridia Clostridiales Lachnospiraceae norank_f__Lachnospiraceae Clostridiales_bacterium_CHKCI001

Firmicutes Clostridia Clostridiales i ied_f__| i ified_f__|

Firmicutes Clostridia Clostridiales _f_ _f_|

Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__Mollicutes_RF9 uncultured_bacterium_g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales i :_UCG-009 _bacterium_g__| _UCG-009
Firmicutes Clostridia Clostridiales . NK4A214_group uncultured_organism_g__Ruminococcaceae_NK4A214_group
‘errucomicr ‘errucomicrobia err err Akkermansia unclassified_g__Akkermansia

Firmicutes Clostridia Clostridiales Clostridiales_vadinBB¢ norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales Ruminococcaceae Oscillospira uncultured_bacterium_g__Oscillospira

Firmicutes Clostridia Clostridiales Lachnospiraceae Lachnospiraceae_NK4A136_group  unclassified_g__Lachnospiraceae_NK4A136_group
Firmicutes Clostridia Clostridiales L ified_f__L ied_f__L iraceae

Firmicutes Clostridia Clostridiales | f_| _f_Peptostr

Firmicutes Bacilli L L L unclassified_g__Lactobacillus

Firmicutes Clostridia Clostridiales . NK4A214_group uncultured_rumen_bacterium_g__Ruminococcaceae_NK4A214_group
Firmicutes Clostridia Clostridiales _UCG-014 unclassified_g__Ruminococcaceae_UCG-014

Firmicutes Clostridia Clostridiales . UCG-013 unclassified_g__Ruminococcaceae_UCG-013

Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ unclassified_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ unclassified_g__norank_f__Clostridiales_vadinBB60_group
Tenericutes Mollicutes Mollicutes_RF9 norank_o__Moll norank_o__| i _RF9 _g__norank_o__| i _RF9

Firmicutes Clostridia Clostridiales L i ied_f__L i _f_Lachnospiraceae

Firmicutes Clostridia Clostridiales :_UCG-014 unclassified_g__Ruminococcaceae_UCG-014

Firmicutes Clostridia Clostridiales Chri: Chr _R-7_group i_g__Chr _R-7_group
Firmicutes Clostridia Clostridiales unclassified_o__Clost unclassified_o__Clostridiales unclassified_o__Clostridiales

Firmicutes Clostridia Clostridiales i | f_| |

Firmicutes Clostridia Clostridiales _f_ _f_|

Firmicutes Clostridia Clostridiales Family_Xill unclassified_f__Family_XIII unclassified_f__Family_XIll
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0TUS40
0TU725
0TU799
0TU163
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Firmicutes Clostridia Clostridiales . UCG-013 uncultured_bacterium_g__Ruminococcaceae_UCG-013
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus

Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ uncultured_Firmicutes_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales Clostridiales_vadinBB¢ norank_f__ Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales i ridium_5 |_bacterium_g__| i idium_5

Firmicutes Clostridia Clostridiales . UCG-014 uncultured_bacterium_g__Ruminococcaceae_UCG-014
Firmicutes Clostridia Clostridiales . UCG-010 |_bacterium_g__| _UCG-010
Firmicutes Clostridia Clostridiales . UCG-014 uncultured_bacterium_g__Ruminococcaceae_UCG-014
Firmicutes Clostridia Clostridiales Ruminococcaceae [Eubacterium]_coprostanoligenes_g unclassified_g__[Eubacterium]_coprostanoligenes_group
Firmicutes Clostridia Clostridiales i . UCG-014 unidentified_rumen_bacterium_JW32

Firmicutes Clostridia Clostridiales _UCG-008 |_bacterium_g_| _UCG-008
Firmicutes Clostridia Clostridiales Family_Xill Family_XIll_UCG-001 uncultured_bacterium_g__Family_XIll_UCG-001

Firmicutes Clostridia Clostridiales i ridium_5 |_bacterium_g_| i idium_5

Firmicutes Clostridia Clostridiales Peptococcaceae norank_f__Peptococcaceae uncultured_organism_g__norank_f__Peptococcaceae
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerofilum |_bacterium_g__Anaerofilum

Firmicutes Clostridia Clostridiales Lachnospiraceae Marvinbryantia uncultured_bacterium_g__Marvinbryantia

Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus

Firmicutes Clostridia Clostridiales Clostridiales_vadinBB¢ norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales i ridium_5 unclassified_g__Ruminiclostridium_5

Firmicutes Clostridia Clostridiales unclassified_o__Closti unclassified_o__Clostridiales unclassified_o__Clostridiales

Tenericutes Mollicutes Mollicutes_RF9  norank_o__Moll norank_o__Mollicutes_RF9 |_bacterium_g__norank_o__Mollicutes_RFS
Firmicutes Erysipelotrichia Erysipelotrichales  Erysipelotrichaceae  norank_f__Erysipelotrichaceae uncultured_Erysipelotrichaceae_bacterium_g__norank
Tenericutes | \aer \aer ol |_bacterium_g__Anaeroplasm:

Firmicutes Clostridia Clostridiales . UCG-014 unclassified_g__Ruminococcaceae_UCG-014

Firmicutes Clostridia Clostridiales ridium_9 unclassified_g__Ruminiclostridium_9

Firmicutes Clostridia Clostridiales norank_f__| human_gut_metagenome_g__norank_f__Ruminococcaceae
C a G a philale: norank_o__Gastranae norank_o__Gastranaerophilales  uncultured_bacterium_g__norank_o__Gastranaerophilales
Firmicutes Clostridia Clostridiales Clostridiales_vadinBB¢ norank_f__ Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales L ified_f__L _f_L iraceae

Firmicutes Clostridia Clostridiales i | f_| |

Tenericutes Mollicutes NB1-n norank_o__NB1-n  norank_o_ NB1-n uncultured_organism_g__norank_o_ NB1-n

Firmicutes Clostridia Clostridiales i . UCG-013 uncultured_bacterium_g__Ruminococcaceae_UCG-013
Firmicutes Clostridia Clostridiales . UCG-014 unclassified_g__Ruminococcaceae_UCG-014

Firmicutes Clostridia Clostridiales idium uncultured_bacterium_g__Ruminiclostridium

¢ a G a philale: norank_o__Gastranae norank_o__( ol _g__norank_o__(

Firmicutes Clostridia Clostridiales L i ied_f__L i _f__Lachnospiraceae

Firmicutes Clostridia Clostridiales Lachnospiraceae Roseburia unclassified_g__Roseburia

Firmicutes Clostridia Clostridiales Clostridiales_vadinBB¢ norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Moll norank_o__Mollicutes_RF9 _g__norank_o__Mollicutes_RF9

Firmicutes Clostridia Clostridiales Lachnospiraceae Lachnospiraceae_UCG-010 uncultured_bacterium_g__Lachnospiraceae_UCG-010
Firmicutes Clostridia Clostridiales ified_f_ | _f_ Rumi

Firmicutes Clostridia Clostridiales . UCG-013 uncultured_bacterium_g__Ruminococcaceae_UCG-013
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Moll norank_o__Mollicutes_RF9 |_bacterium_g__norank_o__Mollicutes_RFS
Firmicutes Clostridia Clostridiales Ruminococcaceae  [Eubacterium]_coprostanoligenes_g unclassified_g__[Eubacterium]_coprostanoligenes_group
Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ unclassified_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales Chri Chr . R-7_group _g_ Chr . R-7_group

Firmicutes Clostridia Clostridiales norank_f_| _g__norank_f

Firmicutes Clostridia Clostridiales ied_f |

Firmicutes Clostridia Clostridiales Lachnospiraceae norank_f_| _g__norank_f__L

Firmicutes Clostridia Clostridiales Lachnospiraceae [Eubacterium]_ventriosum_group  uncultured_organism_g__[Eubacterium]_ventriosum_group
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Moll norank_o__Mollicutes_RF9 _g__norank_o__Mollicutes_RF9

Firmicutes Clostridia Clostridiales L i ied_f__L i _f__Lachnospiraceae

Tenericutes Mollicutes Mollicutes_RF9  norank_o__Moll norank_o__Mollicutes_RF9 |_bacterium_g__norank_o__Mollicutes_RFS
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus uncultured_bacterium_g__Anaerotruncus

Firmicutes Bacilli L L L i L _murinus_g__L

Firmicutes Clostridia Clostridiales Chri Chr . R-7_group uncultured_prokaryote_g__Christensenellaceae_R-7_group
Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales Lachnospiraceae Coprococcus_1 unclassified_g__Coprococcus_1

Tenericutes Mollicutes Mollicutes_RF9  norank_o__Moll norank_o__Mollicutes_RF9 ied_g__norank_o__Mollicutes_RF9

Firmicutes Clostridia Clostridiales Clostridiales_vadinBB¢ norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales i . UCG-014 unclassified_g__Ruminococcaceae_UCG-014

Firmicutes Clostridia Clostridiales unclassified_o__Closti unclassified_o__Clostridiales unclassified_o__Clostridiales

Firmicutes Clostridia Clostridiales Lachnospiraceae Roseburia unclassified_g__Roseburia

Firmicutes Clostridia Clostridiales L ified_f__L _f_L iraceae

Pr ia ia Burkholderial o o unclassified_g__Oxalobacter

Firmicutes Clostridia Clostridiales F i ium unclassified_g__Faecalibacterium

Firmicutes Clostridia Clostridiales idium_5 uncultured_bacterium_g__Ruminiclostridium_5

Firmicutes Clostridia Clostridiales L L iraceae_UCG-010 |_bacterium_g__L _UCG-010
Bacteroidetes  Bacteroidia Bacteroidales Rikenellaceae Alistipes uncultured_bacterium_g__Alistipes

Firmicutes Erysipelotrichia Erysipelotrichales  Erysipelotrichaceae  [Clostridium]_innocuum_group uncultured_bacterium_g__[Clostridium]_innocuum_group
Firmicutes Clostridia Clostridiales unclassified_o__Closti unclassified_o__Clostridiales unclassified_o__Clostridiales

Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ gut_metagenome_g__norank_f__Clostridiales_vadinBB60_group
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__Mollicutes_RF9 uncultured_bacterium_g__norank_o__Mollicutes_RF9

C a G a philale: norank_o__Gastranae norank_o__ ol _g__norank_o__(

Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales L ified_f__L _f_L iraceae

Firmicutes Clostridia Clostridiales i norank_f_| _g__norank_f_|

Firmicutes Clostridia Clostridiales L ified_f__L _f_L iraceae

Firmicutes Clostridia Clostridiales Lachnospiraceae norank_f__Lachnospiraceae uncultured_organism_g__norank_f__Lachnospiraceae
Firmicutes Clostridia Clostridiales i . UCG-014 unclassified_g__Ruminococcaceae_UCG-014

Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__| _RF9 _g__norank_o__| _RF9

Firmicutes Clostridia Clostridiales ified_f_| _f_ Rumi

Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus

Tenericutes Mollicutes Mollicutes_RF9  norank_o__Moll norank_o__Mollicutes_RF9 |_bacterium_g__norank_o__Mollicutes_RFS
Firmicutes Clostridia Clostridiales i . UCG-010 uncultured_bacterium_g__Ruminococcaceae_UCG-010
Firmicutes Clostridia Clostridiales L L iraceae_FCS020_group |_bacterium_g__| _FCS020_group
Firmicutes Clostridia Clostridiales Ruminococcaceae  Caproiciproducens uncultured_bacterium_g__Caproiciproducens

Firmicutes Clostridia Clostridiales Peptococcaceae norank_f__| _g__norank_f__}

Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus uncultured_bacterium_g__Anaerotruncus

Firmicutes Clostridia Clostridiales L ified_f__L _f_L iraceae

Firmicutes Clostridia Clostridiales Chri Chr _group  uncultured_bacterium_g__Christensenellaceae_R-7_group
Firmicutes Clostridia Clostridiales Ruminococcaceae  Ruminococcus_2 |_bacterium_g__| 2

Actinobacteria  Actinobacteria Coriobacteriales  Coriobacteriaceae  unclassified_f__Coriobacteriaceae unclassified_f__Coriobacteriaceae

Pr ia  Alphap Br Brucella Brucella_melitensis_g__Brucella

Firmicutes Clostridia Clostridiales idium_1 uncultured_bacterium_g__Ruminiclostridium_1
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Moll norank_o__Mollicutes_RF9 _g__norank_o__Mollicutes_RF9

Firmicutes Clostridia Clostridiales i . UCG-014 unclassified_g__Ruminococcaceae_UCG-014

Firmicutes Clostridia Clostridiales norank_f_| ied_g__norank_f_|

Firmicutes Bacilli Lactobacillales Enterococcaceae Enterococcus Enterococcus_faecalis_g__Enterococcus

Firmicutes Bacilli L L L i Lactobacillus_coleohominis

Firmicutes Erysipelotrichia Erysipelotrichales  Erysipelotrichaceae  unclassified_f__Erysipelotrichaceae unclassified_f__Erysipelotrichaceae

Firmicutes Clostridia Clostridiales Chr Chri . R-7_group bacterium_YES7

Firmicutes Clostridia Clostridiales i idium_9 unclassified_g__Ruminiclostridium_9

Firmicutes Clostridia Clostridiales F i ium unclassified_g__Faecalibacterium

Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__| _RF9 _g__norank_o__| _RF9

Firmicutes Clostridia Clostridiales norank_f_| _g__norank_f__|

Firmicutes Clostridia Clostridiales Ruminococcaceae  Ruminococcus_1 uncultured_bacterium_g__Ruminococcus_1

Firmicutes Clostridia Clostridiales | f |

Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__Mollicutes_RF9 uncultured_bacterium_g__norank_o__Mollicutes_RF9
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Firmicutes Clostridia Clostridiales Ruminococcaceae  Caproiciproducens unclassified_g__Caproiciproducens

Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__Mollicutes_RF9 uncultured_bacterium_g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales Lachnospiraceae Coprococcus_1 |_bacterium_g__C 1

Firmicutes Clostridia Clostridiales Peptococcaceae Peptococcus uncultured_organism_g__Peptococcus

Firmicutes Clostridia Clostridiales i . UCG-014 unclassified_g__Ruminococcaceae_UCG-014

Firmicutes Clostridia Clostridiales norank_f__| _g__norank_f_|

Firmicutes Clostridia Clostridiales Ruminococcaceae  Ruminococcus_1 |_organism_g__Rumi 1

Firmicutes Clostridia Clostridiales Clostridiales_vadinBB¢ norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales L ified_f__L _f_L iraceae

Firmicutes Clostridia Clostridiales i norank_f__| _bacterium_GD7

Firmicutes Erysipelotrichia Erysipelotrichales  Erysipelotrichaceae  Holdemania unclassified_g__Holdemania

Firmicutes Clostridia Clostridiales Ruminococcaceae  [Eubacterium]_coprostanoligenes_g unclassified_g__[Eubacterium]_coprostanoligenes_group
Firmicutes Clostridia Clostridiales Family_XIll Family_XIIl_AD3011_group uncultured_bacterium_g__Family_XIIl_AD3011_group
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__Mollicutes_RF9 uncultured_bacterium_g__norank_o__Mollicutes_RF9
Actinobacteria  Actinobacteria Coriobacteriales  Coriobacteriaceae unclassified_f _Coriobacteriaceae unclassified_f__Coriobacteriaceae

Firmicutes Clostridia Clostridiales i Candidatus_Soleaferrea uncultured_organism_g__Candidatus_Soleaferrea

Firmicutes Clostridia Clostridiales Ruminococcaceae [Eubacterium]_coprostanoligenes_g unclassified_g__[Eubacterium]_coprostanoligenes_group
Firmicutes Erysipelotrichia Erysipelotrichales  Erysipelotrichaceae  Erysij idium ified_g__Erysi idium

Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus uncultured_bacterium_g__Anaerotruncus

Firmicutes Clostridia Clostridiales L i ied_f__L _f__Lachnospiraceae

Firmicutes Clostridia Clostridiales Lachnospiraceae Tyzzerella uncultured_bacterium_g__Tyzzerella

Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ gut_metagenome_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales Ruminococcaceae  Ruminococcus_2 unclassified_g__Ruminococcus_2

Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerofilum uncultured_bacterium_g__Anaerofilum

Firmicutes Clostridia Clostridiales i . UCG-014 unclassified_g__Ruminococcaceae_UCG-014

Firmicutes Clostridia Clostridiales . UCG-013 unclassified_g__Ruminococcaceae_UCG-013

Bacteroidetes  Bacteroidia Bacteroidales Rikenellaceae Alistipes unclassified_g__Alistipes

Firmicutes Clostridia Clostridiales L i ied_f__L i _f_Lachnospiraceae

Firmicutes Clostridia Clostridiales i . UCG-009 |_bacterium_g_| _UCG-009
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__Mollicutes_RF9 uncultured_bacterium_g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales unclassified_o__Closti unclassified_o__Clostridiales unclassified_o__Clostridiales

Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__Mollicutes_RF9 uncultured_bacterium_g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales Ruminococcaceae Oscillibacter unclassified_g__Oscillibacter

Firmicutes Clostridia Clostridiales Ruminococcaceae  Butyricicoccus unclassified_g__Butyricicoccus

Firmicutes Clostridia Clostridiales unclassified_o__Closti unclassified_o__Clostridiales unclassified_o__Clostridiales

Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ uncultured_rumen_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales i . UCG-014 uncultured_bacterium_g__Ruminococcaceae_UCG-014
Firmicutes Clostridia Clostridiales ridium_5 _organism_g__| ridium_5

Firmicutes Clostridia Clostridiales Lachnospiraceae Tyzzerella_3 uncultured_bacterium_g__ Tyzzerella_3

Firmicutes Clostridia Clostridiales Eubacteriaceae Anaerofustis Anaerofustis_sp._Marseille-P2441

Firmicutes Clostridia Clostridiales i . UCG-013 unclassified_g__Ruminococcaceae_UCG-013

Firmicutes Clostridia Clostridiales Ruminococcaceae Anaerotruncus unclassified_g__Anaerotruncus

Firmicutes Clostridia Clostridiales i | f_| ified_f_|

Firmicutes Clostridia Clostridiales _NK4A214_group unclassified_g__Ruminococcaceae_NK4A214_group

Firmicutes Clostridia Clostridiales _UCG-009 unclassified_g__Ruminococcaceae_UCG-009

Firmicutes Clostridia Clostridiales . UCG-013 |_organism_g__| _UCG-013
Actinobacteria  Actinobacteria Coriobacteriales  Coriobacteriaceae  Enterorhabdus uncultured_bacterium_g__Enterorhabdus

Tenericutes Mollicutes Mollicutes_RF9  norank_o__Moll norank_o__Mollicutes_RF9 _g__norank_o__Mollicutes_RF9

Firmicutes Clostridia Clostridiales i _UCG-010 uncultured_organism_g__Ruminococcaceae_UCG-010
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus uncultured_bacterium_g__Anaerotruncus

Firmicutes Clostridia Clostridiales Family_Xill Family_XIl_AD3011_group uncultured_bacterium_g__Family_XIll_AD3011_group
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerofilum |_bacterium_g__Anaerofilum

Firmicutes Clostridia Clostridiales Clostridiales_vadinBB¢ norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales unclassified_o__Closti unclassified_o__Clostridiales unclassified_o__Clostridiales

Firmicutes Clostridia Clostridiales i | f_| ified_f_ |

Firmicutes Clostridia Clostridiales | f_| f

Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__Mollicutes_RF9 uncultured_bacterium_g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales Eubacteriaceae Eubacterium Eubacterium_limosum

Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__Mollicutes_RF9 uncultured_bacterium_g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerofilum |_bacterium_g__Anaerofilum

Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales Lachnospiraceae Coprococcus_1 |_bacterium_g__C 1

Firmicutes Clostridia Clostridiales i . UCG-014 unclassified_g__Ruminococcaceae_UCG-014

Firmicutes Clostridia Clostridiales Ruminococcaceae [Eubacterium]_coprostanoligenes_g unclassified_g__[Eubacterium]_coprostanoligenes_group
Firmicutes Clostridia Clostridiales Clostridiales_vadinBB¢ norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_\ . |_Thermoanaer _bacterium_g__norank_f__Clostridiales_vadinBB60_gr(
Firmicutes Clostridia Clostridiales L i ied_f__L _f_Lachnospiraceae

Firmicutes Clostridia Clostridiales Ruminococcaceae  Oscillospira uncultured_bacterium_g__Oscillospira

Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ unclassified_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ unclassified_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales i . UCG-013 unclassified_g__Ruminococcaceae_UCG-013

Tenericutes Mollicutes Mollicutes_RF9  norank_o__Moll norank_o__Mollicutes_RF9 ied_g__norank_o__Mollicutes_RF9

Firmicutes Clostridia Clostridiales i _UCG-010 unclassified_g__Ruminococcaceae_UCG-010

Firmicutes Clostridia Clostridiales norank_f_| _g__norank_f__|

Firmicutes Clostridia Clostridiales i i |

Firmicutes Clostridia Clostridiales . UCG-010 |_bacterium_g_| _UCG-010
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus uncultured_bacterium_g__Anaerotruncus

Firmicutes Clostridia Ther Ther Gelria uncultured_bacterium_g__Gelria

Firmicutes Clostridia Clostridiales Clostridiales_vadinBB¢ norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales Family_XIll unclassified_f__Family_XIll unclassified_f__Family_XIll

Firmicutes Clostridia Clostridiales Family_XIll [Eubacterium]_brachy_group uncultured_bacterium_g__[Eubacterium]_brachy_group
Firmicutes Clostridia Clostridiales ified_f_| _f_ Rumi

Firmicutes Clostridia Clostridiales Ruminococcaceae  Intestinimonas uncultured_bacterium_g__Intestinimonas

Firmicutes Clostridia Clostridiales L ified_f__L _f_L iraceae

Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus

Firmicutes Bacilli L L L i I_bacterium_g__L

Firmicutes Clostridia Clostridiales i . V9D2013_group uncultured_bacterium_g__Ruminococcaceae_V9D2013_group
Firmicutes Erysipelotrichia Erysipelotrichales  Erysipelotrichaceae  norank_f__Erysipelotrichaceae uncultured_Erysipelotrichales_bacterium_g__norank

Firmicutes Clostridia Clostridiales Ruminococcaceae  Papillibacter uncultured_bacterium_g__Papillibacter

Tenericutes Mollicutes Mollicutes_RF9  norank_o__Moll norank_o__Mollicutes_RF9 _g__norank_o__Mollicutes_RF9

I 2 G ia ilale: norank_o__Gastranae norank_o__Gastranaerophilales  uncultured_bacterium_g__norank_o__Gastranaerophilales
Firmicutes Clostridia Clostridiales i . UCG-013 |_bacterium_g_| _UCG-013
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus

Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus

Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__| _RF9 _g__norank_o__| _RF9

Firmicutes Clostridia Clostridiales ified_f_| _f_ Rumi

Firmicutes Clostridia Clostridiales L | f_ L i _f_Lachnospiraceae

Firmicutes Clostridia Clostridiales _UCG-014 unclassified_g__Ruminococcaceae_UCG-014

Firmicutes Erysipelotrichia Erysipelotrichales  Erysipelotrichaceae  Dielma unclassified_g__Dielma

Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus

Firmicutes Clostridia Clostridiales i norank_f__Rumi _g__norank_f__Rumi

Firmicutes Clostridia Clostridiales L _f_L _f_L aceae

Actinobacteria  Actinobacteria Coriobacteriales  Coriobacteriaceae  Gordonibacter unclassified_g__Gordonibacter

Pr a P Burkholderial Burkholderia Burkholder holderia _g_ Burkholder holderia

Firmicutes Clostridia Clostridiales Family_Xill Family_XIl_AD3011_group uncultured_bacterium_g__Family_XIll_AD3011_group
Firmicutes Clostridia Clostridiales ified_f | ied_f__Rumi

Firmicutes Clostridia Clostridiales Clostridiales_vadinBB¢ norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_¢ norank_f__Bacteroidales_S24-7_gro uncultured_bacterium_g__norank_f__Bacteroidales_S24-7_group
Firmicutes Clostridia Clostridiales i ied_f__Rumi ified_f_|
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Firmicutes Clostridia Clostridiales L | f_ L _f_Lachnospiraceae
Firmicutes Clostridia Clostridiales Chr Chri _R-7_group _g__Chri ._R-7_group
Firmicutes Clostridia Clostridiales Ruminococcaceae  [Eubacterium]_coprostanoligenes_g uncultured_bacterium_g__[Eubacterium]_coprostanoligenes_group
Firmicutes Erysipelotrichia Erysipelotrichales  Erysipelotrichaceae  Erysipelatoclostridium Clostridiales_bacterium_CHKCI006
Firmicutes Clostridia Clostridiales i ied_f__| ified_f_|
Firmicutes Clostridia Clostridiales . UCG-013 uncultured_Clostridiaceae_bacterium_g__Ruminococcaceae_UCG-013
Firmicutes Clostridia Clostridiales Chri Chr . R-7_group human_gut_metagenome_g__Christensenellaceae_R-7_group
Firmicutes Clostridia Clostridiales F i ium |_bacterium_g_F jum
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus
Firmicutes Erysipelotrichia Erysipelotrichales  Erysipelotrichaceae  Turicibacter |_bacterium_g__Turici
Firmicutes Clostridia Clostridiales i i unclassified_g__Subdoligranulum
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus uncultured_Clostridiaceae_bacterium_g__Anaerotruncus
Firmicutes Clostridia Clostridiales Family_Xill unclassified_f__Family_XIII unclassified_f__Family_XIll
Firmicutes Clostridia Clostridiales i _UCG-014 unidentified_rumen_bacterium_Jw32
Firmicutes Clostridia Clostridiales Ruminococcaceae  Papillibacter unclassified_g__Papillibacter
Firmicutes Clostridia Clostridiales ified_f_| ied_f i
Firmicutes Clostridia Clostridiales Peptococcaceae norank_f__Peptococcaceae uncultured_bacterium_g__norank_f__Peptococcaceae
Firmicutes Bacilli L L L i Lactobacillus_ingluviei
Firmicutes Clostridia Clostridiales Ruminococcaceae  [Eubacterium]_coprostanoligenes_g unclassified_g__[Eubacterium]_coprostanoligenes_group
Firmicutes Clostridia Clostridiales unclassified_o__Closti unclassified_o__Clostridiales unclassified_o__Clostridiales
Firmicutes Clostridia Clostridiales Ruminococcaceae  [Eubacterium]_coprostanoligenes_g unclassified_g__[Eubacterium]_coprostanoligenes_group
Firmicutes Clostridia Clostridiales Peptococcaceae norank_f__| _g__norank_f__}
Firmicutes Clostridia Clostridiales i . UCG-013 uncultured_bacterium_g__Ruminococcaceae_UCG-013
Pr ia  Gammapr ia  Enter jales Enter jaceae  Proteus Proteus_mirabilis
Firmicutes Clostridia Clostridiales i norank_f__| _g__norank_f_|
Firmicutes Clostridia Clostridiales Lachnospiraceae Tyzzerella_3 unclassified_g__ Tyzzerella_3
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_¢ norank_f__Bacteroidales_S24-7_gro uncultured_bacterium_g__norank_f__Bacteroidales_$24-7_group
Firmicutes Clostridia Clostridiales | f_| _f_ Rumi
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus
Firmicutes Clostridia Clostridiales L f L ied_f iraceae
Firmicutes Clostridia Clostridiales Ruminococcaceae  Caproiciproducens unclassified_g__Caproiciproducens
Firmicutes Clostridia Clostridiales Ruminococcaceae  Butyricicoccus unclassified_g__Butyricicoccus
Pr ia ia Burkholderial o Herminii uncultured_bacterium_g__Herminiimonas
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Moll norank_o__Mollicutes_RF9 _g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales i . UCG-013 unclassified_g__Ruminococcaceae_UCG-013
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__Mollicutes_RF9 gut_metagenome_g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales Peptococcaceae norank_f__Peptococcaceae uncultured_bacterium_g__norank_f__Peptococcaceae
Firmicutes Clostridia Clostridiales i ridium unclassified_g__Ruminiclostridium
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_g norank_f__Bacteroidales_S24-7_gro unclassified_g__norank_f__Bacteroidales_S24-7_group
Firmicutes Clostridia Clostridiales i . UCG-014 unclassified_g__Ruminococcaceae_UCG-014
Firmicutes Clostridia Clostridiales Peptococcaceae norank_f__Peptococcaceae uncultured_bacterium_g__norank_f__Peptococcaceae
Firmicutes Clostridia Clostridiales L _f_L f_L iraceae
Firmicutes Clostridia Clostridiales L | f L _f__Lachnospiraceae
Firmicutes Clostridia Clostridiales L _f_L _f_L iraceae
Firmicutes Clostridia Clostridiales ._UCG-005 uncultured_Clostridiales_bacterium_g__Ruminococcaceae_UCG-005
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Moll norank_o__Mollicutes_RF9 |_bacterium_g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales Ruminococcaceae  [Eubacterium]_coprostanoligenes_g unclassified_g__[Eubacterium]_coprostanoligenes_group
Firmicutes Clostridia Clostridiales Lachnospiraceae Coprococcus_1 unclassified_g__Coprococcus_1
Firmicutes Clostridia Clostridiales L i ied_f__L _f_Lachnospiraceae
Firmicutes Clostridia Clostridiales | f_| _f_ Rumi
Firmicutes Clostridia Clostridiales Chri Chr . R-7_group uncultured_organism_g__Christensenellaceae_R-7_group
Bacteroidetes  Bacteroidia Bacteroidales Porphyromonadaceae Odoribacter uncultured_bacterium_g__Odoribacter
Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales L _f_L _f_L iraceae
Firmicutes Bacilli Lactobacillales Enterococcaceae Enterococcus unclassified_g__Enterococcus
Bacteroidetes  Bacteroidia Bacteroidales Prevotellaceae Alloprevotella gut_metagenome_g__Alloprevotella
Firmicutes Clostridia Clostridiales i ied_f__| ified_f_|

i ia i ia i fal ia ium Bifidobacterium_pseudolongum_PV8-2
Firmicutes Clostridia Clostridiales Chri norank_f__Chri: ified_g__norank_f__Christensenellaceae
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Moll norank_o__Mollicutes_RF9 _g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales i norank_f__| _g__norank_f_|
Firmicutes Clostridia Clostridiales F i ium |_bacterium_g_F ium
Firmicutes Clostridia Clostridiales | f_| f
Firmicutes Clostridia Clostridiales Peptococcaceae norank_f__Peptococcaceae uncultured_bacterium_g__norank_f__Peptococcaceae
Firmicutes Clostridia Clostridiales i ied_f__Rumi f
Firmicutes Clostridia Clostridiales Candidatus_Soleafer |_bacterium_g__Candidatus_Soleaferrea
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus uncultured_bacterium_g__Anaerotruncus
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__Mollicutes_RF9 uncultured_bacterium_g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales Eubacteriaceae Anaerofustis |_bacterium_g__Anaerofusti
Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ unclassified_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales Peptococcaceae norank_f__Peptococcaceae uncultured_bacterium_g__norank_f__Peptococcaceae
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus
Bacteroidetes  Bacteroidia Bacteroidales Rikenellaceae Rikenellaceae_RC9_gut_group unclassified_g__Rikenellaceae_RC9_gut_group
Firmicutes Clostridia Clostridiales i ._UCG-005 unclassified_g__Ruminococcaceae_UCG-005
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Moll norank_o__Mollicutes_RF9 |_Erysipelotrichaceae_bacterium_g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales Clostridiaceae_1 Candidatus_Arthromitus Candidatus_Arthromitus_sp._SFB-mouse-Japan
Firmicutes Clostridia Clostridiales unclassified_g__Subdoligranulum
Firmicutes Clostridia Clostridiales norank_f__| _g__norank_f_|
Firmicutes Clostridia Clostridiales | _f__Rumi
Firmicutes Clostridia Clostridiales | f_| |
Firmicutes Clostridia Clostridiales ridium_5 unclassified_g__Ruminiclostridium_5
Firmicutes Phascolarctobacterium uncultured_organism_g__Phascolarctobacterium
Firmicutes Clostridia Clostridiales Chr Chri _R-7_group _g__Chri ._R-7_group
Firmicutes Clostridia Clostridiales Peptococcaceae norank_f__P _g__norank_f_P
Firmicutes Clostridia Clostridiales i _UCG-010 |_bacterium_g_| _UCG-010
Firmicutes Clostridia Clostridiales . UCG-013 unclassified_g__Ruminococcaceae_UCG-013
Firmicutes Clostridia Clostridiales ridium_5 unclassified_g__Ruminiclostridium_5
Firmicutes Clostridia Clostridiales L | f_ L _f_Lachnospiraceae
Firmicutes Clostridia Clostridiales _UCG-013 unclassified_g__Ruminococcaceae_UCG-013
Firmicutes Clostridia Clostridiales Ruminococcaceae  Ruminococcus_1 uncultured_organism_g__Ruminococcus_1
Firmicutes Clostridia Clostridiales | ied_f__|
Firmicutes Clostridia Clostridiales Chri |_f__Chri _f__Chr
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Moll norank_o__Mollicutes_RF9 _g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales i Candidatus_Soleaferrea uncultured_bacterium_g__Candidatus_Soleaferrea

ified_k__r ified_k__norank _k__nol _k__noran k__norank unclassified_k__norank

Firmicutes Clostridia Clostridiales | f_| i |
Firmicutes Clostridia Clostridiales Peptococcaceae norank_f__| _g__norank_f__}
Firmicutes Clostridia Clostridiales L i ied_f__L _f__Lachnospiraceae
Firmicutes Clostridia Clostridiales Ruminococcaceae [Eubacterium]_coprostanoligenes_g unclassified_g__[Eubacterium]_coprostanoligenes_group
Firmicutes Clostridia Clostridiales i . UCG-013 uncultured_Clostridiaceae_bacterium_g__Ruminococcaceae_UCG-013
Firmicutes Clostridia Clostridiales F i ium unclassified_g__Faecalibacterium
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_g norank_f__Bacteroidales_S24-7_gro uncultured_Bacteroidales_bacterium_g__norank_f__Bacteroidales_$24-7_group
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Moll norank_o__Mollicutes_RF9 _g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales Chri Chr . R-7_group uncultured_organism_g__Christensenellaceae_R-7_group
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus
Firmicutes Clostridia Clostridiales i . UCG-013 uncultured_bacterium_g__Ruminococcaceae_UCG-013
Firmicutes Clostridia Clostridiales _NK4A214_group unclassified_g_ Ruminococcaceae_NK4A214_group
Firmicutes Clostridia Clostridiales Chri Chr . R-7_group _g_ Chr . R-7_group
Firmicutes Bacilli Bacillales Staphylococcaceae  Staphylococcus Staphylococcus_warneri
Firmicutes Bacilli Bacillales Staphylococcaceae  Staphylococcus . lentus_g__
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Firmicutes Clostridia Clostridiales | f |
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Moll norank_o__Mollicutes_RF9 _g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus uncultured_bacterium_g__Anaerotruncus

i ia i ia Micr Intraspor Terrabacter uncultured_bacterium_g__Terrabacter
Firmicutes Clostridia Clostridiales i ied_f__| f
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_¢ norank_f__Bacteroidales_S24-7_gro uncultured_bacterium_g__norank_f__Bacteroidales_S24-7_group
Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ unclassified_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales i ridium |_bacterium_g_| i idium
Firmicutes Clostridia Clostridiales Chri Chr . R-7_group _g_ Chr . R-7_group
Cyanobacteria  Cyanobacteria norank_c__Cyanob norank_c__Cyanobact norank_c__C ia _g__norank_c__C ia
Bacteroidetes  Bacteroidia Bacteroidales Prevotellaceae Prevotellaceae_UCG-001 uncultured_Bacteroidales_bacterium_g__Prevotellaceae_UCG-001
Firmicutes Bacilli L L L i unclassified_g__Lactobacillus
Firmicutes Clostridia Clostridiales i idium_9 Clostridiales_bacterium_NK3B98_g__Ruminiclostridium_9
Firmicutes Clostridia Clostridiales . UCG-013 |_bacterium_g_| _UCG-013
Bacteroidetes  Bacteroidia Bacteroidales Rikenellaceae Alistipes gut_metagenome_g__Alistipes
Firmicutes Clostridia _c_Clo _c_ Clostr _c__ Clostridia unclassified_c__Clostridia
Firmicutes Clostridia Clostridiales Chri norank_f__Chri: _g__norank_f__Christensenellaceae
Firmicutes Clostridia Clostridiales L ified_f__L _f_L iraceae
Bacteroidetes  Bacteroidia Bacteroidales Prevotellaceae Paraprevotella unclassified_g__Paraprevotella
Firmicutes Clostridia Clostridiales Peptococcaceae norank_f__| _g__norank_f__}
Firmicutes Clostridia Clostridiales Lachnospiraceae Lachnospiraceae_NK4A136_group  unclassified_g__Lachnospiraceae_NK4A136_group
Firmicutes Clostridia Clostridiales Family_XIll [Eubacterium]_brachy_group uncultured_bacterium_g__[Eubacterium]_brachy_group
Firmicutes Clostridia Clostridiales L i ied_f__L i ified_f__Lachnospiraceae
Firmicutes Clostridia Clostridiales i _UCG-005 uncultured_bacterium_adhufec311
Firmicutes Clostridia Clostridiales _UCG-009 uncultured_bacterium_g__Ruminococcaceae_UCG-009
Firmicutes Clostridia Clostridiales ridium_1 unclassified_g__Ruminiclostridium_1
Actinobacteria  Actinobacteria Micrococcales Micrococcaceae Pseudarthrobacter unclassified_g__Pseudarthrobacter
Firmicutes Clostridia Clostridiales i . UCG-010 unclassified_g__Ruminococcaceae_UCG-010
Firmicutes Clostridia Clostridiales Clostridiaceae_1 Clostridium_sensu_stricto_1 uncultured_bacterium_g__Clostridium_sensu_stricto_1
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus uncultured_bacterium_g__Anaerotruncus
Firmicutes Clostridia Clostridiales i . UCG-014 unclassified_g__Ruminococcaceae_UCG-014
Firmicutes Erysipelotrichia Erysipelotrichales  Erysipelotrichaceae  Faecalibaculum |_bacterium_g_F
Firmicutes Clostridia Clostridiales i | f_| f
Firmicutes Clostridia Clostridiales Ruminococcaceae Anaerotruncus unclassified_g__Anaerotruncus
Actinobacteria  Actinobacteria Coriobacteriales  Coriobacteriaceae  Coriobacteriaceae_UCG-002 uncultured_bacterium_g__Coriobacteriaceae_UCG-002
Firmicutes Clostridia Clostridiales Chr Chri _R-7_group _g__Chri ._R-7_group
Firmicutes Clostridia Clostridiales i . UCG-010 uncultured_bacterium_g__Ruminococcaceae_UCG-010
Firmicutes Clostridia Clostridiales Chr norank_f__Chr |_bacterium_g__norank_f__Christensenellaceae
Firmicutes Clostridia Clostridiales Chri Chr . R-7_group uncultured_bacterium_g__Christensenellaceae_R-7_group
Actinobacteria  Actinobacteria Coriobacteriales  Coriobacteriaceae unclassified_f__Coriobacteriaceae unclassified_f__Coriobacteriaceae
Firmicutes Clostridia Clostridiales i | f_| |
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_¢ norank_f__Bacteroidales_S24-7_gro uncultured_bacterium_g__norank_f__Bacteroidales_S24-7_group
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus
Firmicutes Clostridia Clostridiales i . UCG-013 uncultured_Clostridiales_bacterium_g__Ruminococcaceae_UCG-013
Firmicutes Clostridia Clostridiales . UCG-010 uncultured_organism_g__Ruminococcaceae_UCG-010
Saccharibacteria Unknown_Class_p__Sacc Unknown_Order_c_ Unknown_Family_o__ Candidatus_Saccharimonas uncultured_bacterium_g__Candidatus_Saccharimonas
Firmicutes Clostridia Clostridiales L i ied_f__| _f__Lachnospiraceae
Chloroflexi KD4-96 norank_c__KD4-96 norank_c__KD4-96  norank_c__KD4-96 unclassified_g__norank_c__KD4-96
Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ unclassified_g__norank_f__Clostridiales_vadinBB60_group
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Moll norank_o__Mollicutes_RF9 _g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales i ied_f__Rumi |
Pr ia  Alphap ia K ._bacterium_g__
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__| _RF9 _g__norank_o__| _RF9
Firmicutes Erysipelotrichia Erysipelotrichales  Erysipelotrichaceae  Turicibacter |_bacterium_g__Turici
Firmicutes Clostridia Clostridiales Lachnospiraceae Coprococcus_1 intestinal_bacterium_CG19-1
Firmicutes Clostridia Clostridiales Peptococcaceae norank_f__| _g__norank_f__}
Firmicutes Clostridia Clostridiales Peptococcaceae norank_f__P _g__norank_f__P
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidaceae Bacteroides Bacteroides_acidifaciens
Firmicutes Clostridia Clostridiales i ied_f__| L
Firmicutes Clostridia Clostridiales Lachnospiraceae Butyrivibrio uncultured_organism_g__Butyrivibrio
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__Mollicutes_RF9 uncultured_bacterium_g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales L ified_f__L _f_L iraceae
Pr ia ia izobi Bradyr Bradyrhizobium Bradyrhizobium_elkanii
Chloroflexi c Chlorof i uncultured_bacterium_g__Roseiflexus
Pr ia ia izobi aceae  norank_f_) aceae uncultured_bacterium_g__norank_f__Xanthobacteraceae
Firmicut |_p__Firmicut _p__Fir _p__Firmit ified_p__Firmicutes unclassified_p__Firmicutes
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus uncultured_Clostridiales_bacterium_g__Anaerotruncus
Firmicutes Clostridia Clostridiales i F bacterium _bacterium_Marseille-P2399
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_¢ norank_f__Bacteroidales_S24-7_gro uncultured_bacterium_g__norank_f__Bacteroidales_S24-7_group
Bacteroidetes  Bacteroidia Bacteroidales Prevotellaceae Prevotellaceae_NK3B31_group uncultured_bacterium_g__Prevotellaceae_NK3B31_group
Pr a P ia Burkholderial Burkholderia Ralstonia unidentified_marine_bacterioplankton_g__Ralstonia
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__Mollicutes_RF9 uncultured_Erysipelotrichia_bacterium_g__norank
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus
Firmicutes Clostridia Clostridiales Clostridiales_vadinBB¢ norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales Chr ified_f__Chr i_f__Chri:
Firmicutes Clostridia Clostridiales Lachnospiraceae Tyzzerella unclassified_g__ Tyzzerella

i ia i ia i fal i ia i jum Bifidobacterium_pseudocatenulatum_DSM_20438__JCM_1200__LMG_10505
Firmicutes Clostridia Clostridiales Clostridiales_vadinBB¢ norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidaceae Bacteroides Bacteroides_sartorii
Firmicutes Clostridia Clostridiales i idium_5 unclassified_g__Ruminiclostridium_5
Firmicutes Clostridia Clostridiales Chr norank_f__Chr |_bacterium_g__norank_f__Christensenellaceae
Firmicutes Clostridia Clostridiales Ruminococcaceae  [Eubacterium]_coprostanoligenes_g unclassified_g__[Eubacterium]_coprostanoligenes_group
Firmicutes Clostridia Clostridiales i _UCG-013 unclassified_g__Ruminococcaceae_UCG-013
Chioroflexi c i Chloroflexal uncultured_bacterium_g__Roseiflexus
Firmicutes Clostridia Clostridiales | _f_ Rumi
Firmicutes Bacilli L i L i L Lactobacillus_saerimneri
Firmicutes Clostridia Clostridiales Ruminococcaceae  Ruminococcus_1 |_organism_g__Rumi 1
Deferribacteres Deferribacteres Deferribacterales Deferribacteraceae  Mucispirillum uncultured_bacterium_g__Mucispirillum
Chloroflexi c Chlorof i uncultured_bacterium_g__Roseiflexus
Actinobacteria  Actinobacteria Solirubrobacterales Solirubrobacteraceae Solirubrobacter uncultured_bacterium_g__Solirubrobacter
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__Mollicutes_RF9 uncultured_bacterium_g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales i ridium_5 |_bacterium_g_| idium_5
Firmicutes Clostridia Clostridiales . UCG-013 unclassified_g__Ruminococcaceae_UCG-013
Firmicutes Clostridia Clostridiales Peptococcaceae norank_f__Peptococcaceae uncultured_bacterium_g__norank_f__Peptococcaceae

i ia i ia __SuRB41 unclassified_g__RB41

ia ia iales Nocardi Marmoricola uncultured_bacterium_g__Marmoricola
Firmicutes Clostridia Clostridiales i ied_f__| |
Firmicutes Clostridia Clostridiales ridium_9 unclassified_g__Ruminiclostridium_9
ia ia Str unclassified_g__Streptomyces

Pr ia  Deltapr ia D jonales Di jonaceae D unclassified_g__Desulfovibrio
Firmicutes Clostridia Clostridiales L i ied_f__L ified_f__Lachnospiraceae
Firmicutes Clostridia Clostridiales Syntr y unclassified_g__Syntrophomonas
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_ norank_f__Bacteroidales_S24-7_gro uncultured_bacterium_g__norank_f__Bacteroidales_$24-7_group
Firmicutes Clostridia Clostridiales b p idium Peptoclostridium_difficile_g__Peptoclostridium
Firmicutes Erysipelotrichia Erysipelotrichales  Erysipelotrichaceae  [Clostridium]_innocuum_group uncultured_bacterium_g__[Clostridium]_innocuum_group
Firmicutes Clostridia Clostridiales i . UCG-009 |_bacterium_g_| _UCG-009
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus
Firmicutes Clostridia Clostridiales i ridium _organism_g__| i ridium
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_ norank_f__Bacteroidales_S24-7_gro uncultured_bacterium_g__norank_f__Bacteroidales_$24-7_group
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Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_g norank_f__Bacteroidales_S24-7_gro uncultured_bacterium_g__norank_f__Bacteroidales_$24-7_group
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_¢ norank_f__Bacteroidales_S24-7_gro uncultured_bacterium_g__norank_f__Bacteroidales_S24-7_group
Firmicutes Clostridia Clostridiales i Candidatus_Soleaferrea i _bacterium_GD6
Firmicutes Clostridia Clostridiales i f
Firmicutes Clostridia Clostridiales _UCG-009 uncultured_bacterium_g__Ruminococcaceae_UCG-009
Firmicutes Clostridia Clostridiales | f _f_ Rumi
Firmicutes Clostridia Clostridiales Chri norank_f__Chri: uncultured_bacterium_g__norank_f__Christensenellaceae
Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_g norank_f__Bacteroidales_S24-7_gro unclassified_g__norank_f__Bacteroidales_S24-7_group
i ia i ia Ther i Actinomadura_hallensis
Firmicutes Clostridia Clostridiales i idium_5 unclassified_g__Ruminiclostridium_5
Actinobacteria  Actinobacteria Corynebacteriales Mycobacteriaceae ~ Mycobacterium unclassified_g__Mycobacterium
Firmicutes Clostridia Clostridiales Ruminococcaceae  Ruminococcus_1 unclassified_g__Ruminococcus_1
Bacteroidetes  Bacteroidia Bacteroidales Rikenellaceae Alistipes Alistipes_sp._CHKCI003
Firmicutes Clostridia Clostridiales i _UCG-010 unclassified_g__Ruminococcaceae_UCG-010
Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_\ . |_prokaryote_g__norank_f__Clostridiales_vadinBB60_group
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_ norank_f__Bacteroidales_S24-7_gro uncultured_bacterium_g__norank_f__Bacteroidales_$24-7_group
Verrucomicrobia Spartobacteria Chthoniobacterales DA101_soil_group ~ norank_f__DA101_soil_group uncultured_Prosthecobacter_sp._g__norank_f__DA101_soil_group
e 2 G ia ilale: norank_o__Gastranae norank_o__( i _g__norank_o__ i
Pr ia  Epsilonpr ja G Heli a b Helicobacter_ganmani
Firmicutes Clostridia Clostridiales _UCG-007 unclassified_g__Ruminococcaceae_UCG-007
Pr ia  Alphap ia antl aceae  Variibacter uncultured_forest_soil_bacterium_g__Variibacter
Firmicutes Clostridia Clostridiales i idium_5 uncultured_organism_g__Ruminiclostridium_5
Gemmatimonade Gemmat i Gemmatimonas uncultured_soil_bacterium_g__Gemmatimonas
ia ia ales Nocardioi Kribbella uncultured_bacterium_g__Kribbella
ia ia dia _bacterium_g__|
Firmicutes Clostridia Clostridiales L i ied_f__L _f__Lachnospiraceae
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus
Actinobacteria  Actinobacteria Coriobacteriales  Coriobacteriaceae  Gordonibacter unclassified_g__Gordonibacter
Firmicutes Clostridia Clostridiales Ruminococcaceae Anaerotruncus unclassified_g__Anaerotruncus
ied_k__t |_k__norank _k__nol ified_k__noran ied_k__norank unclassified_k__norank
Pr ia  Alphap ia antl aceae  Variibacter uncultured_forest_soil_bacterium_g__Variibacter
ia ia Micr ales Micr aceae Longispora uncultured_bacterium_g__Longispora
ia ia Franki idothermacea Acidothermus Thermomonosporaceae_bacterium_YE4-D4-16-CH2
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__| _RF9 _g__norank_o__| _RF9
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidaceae Bacteroides unclassified_g__Bacteroides
Firmicutes Clostridia Clostridiales i | f_| ified_f_ |
Firmicutes Clostridia Clostridiales Chr ified_f__Chr _f__Chri:
Firmicutes Clostridia Clostridiales i . UCG-010 uncultured_bacterium_g__Ruminococcaceae_UCG-010
Bacteroidetes  Bacteroidia Bacteroidales Rikenellaceae Rikenella uncultured_bacterium_g__Rikenella
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_g norank_f__Bacteroidales_S24-7_gro uncultured_bacterium_g__norank_f__Bacteroidales_$24-7_group
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_¢ norank_f__Bacteroidales_S24-7_gro unclassified_g__norank_f__Bacteroidales_S24-7_group
ia ia Micr ales Micr aceae ied_f__Micr ace: ified_f__Mic
Actinobacteria  Actinobacteria Gaiellales Gaiellaceae Gaiella uncultured_bacterium_g__Gaiella
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_g norank_f__Bacteroidales_S24-7_gro uncultured_Bacteroidales_bacterium_g__norank_f__Bacteroidales_S24-7_group
i ia i ia i iales Nocardi i _bacterium_g__Nocardioid
Actinobacteria  Actinobacteria norank_c__Actinob norank_c__Actinobact norank_c__Actinobacteria uncultured_bacterium_g__norank_c__Actinobacteria
Firmicutes Clostridia Clostridiales | _f_ Rumi
Pr ia ia izobi iaceae Meganema_perideroedes
Firmicutes Clostridia Clostridiales | ied_f_|
Pr ia ia Burkholderial Parasutterella Sutterellaceae_bacterium_YL45
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_¢ norank_f__Bacteroidales_S24-7_gro unclassified_g__norank_f__Bacteroidales_S24-7_group
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_g norank_f__Bacteroidales_S24-7_gro uncultured_Bacteroidales_bacterium_g__norank_f__Bacteroidales_$24-7_group
Chloroflexi i naerolineal naer norank_f__Anaer | _g__norank_f__Anaerolineaceae
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_g norank_f__Bacteroidales_S24-7_gro uncultured_bacterium_g__norank_f__Bacteroidales_$24-7_group
Chloroflexi c Chlorof i uncultured_bacterium_g__Roseiflexus
Firmicutes Clostridia Clostridiales L i L idium unclassified_g__Lachnoclostridium
Chloroflexi c Chlorof uncultured_bacterium_g__Roseiflexus
Actinobacteria  Actinobacteria Corynebacteriales Nocardiaceae Rhodococcus Rhodococcus_erythropolis
Pr fa  Gammapr a unclassified_g__Acinetobacter
Firmicutes Clostridia Clostridiales Clostridiaceae_1 Clostridium_sensu_stricto_1 unclassified_g__Clostridium_sensu_stricto_1
Firmicutes Clostridia Clostridiales Chr Chri _R-7_group |_Clostridiaceae_bacterium_g__Christensenellaceae_R-7_group
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus
Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_\ . |_prokaryote_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales i Candidatus_Soleaferrea _bacterium_Marseille-P2935
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Moll norank_o__Mollicutes_RF9 |_bacterium_g__norank_o__Mollicutes_RFS
Firmicutes |_p__Firmicut _p_ Fir ified_p__Firmi ied_p__Firmicutes unclassified_p__Firmicutes
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_¢ norank_f__Bacteroidales_S24-7_gro uncultured_bacterium_g__norank_f__Bacteroidales_S24-7_group
Bacteroidetes  Bacteroidia Bacteroidales Rikenellaceae Alistipes uncultured_bacterium_g__Alistipes
i ia i ia lir lir ae Solirubr _bacterium_g__Solir
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_g norank_f__Bacteroidales_S24-7_gro uncultured_bacterium_g__norank_f__Bacteroidales_$24-7_group
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidaceae Bacteroides unclassified_g__Bacteroides
Chioroflexi c i Chloroflexal i uncultured_bacterium_g__Roseiflexus
Acidobacteria  Acidobacteria norank_c__Acidobz norank_c__ norank_c__Aci ia N jales_bacterium_g__norank_c__Acidobacteria
Pr ia  Epsilonpr ia G C Arcobacter unclassified_g__Arcobacter
Gemmatimonade Gemmat il Gemmatimonas unclassified_g__Gemmatimonas
Pr ia ia | f_| ified_f__M
Pr ia  Alphap ia a unclassified_g__Pannonibacter
Pr ia  Epsilonpr ia ¢ H aceae  Hi Helicobacter_hepaticus
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Moll norank_o__Mollicutes_RF9 _g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales i i i |
Firmicutes Clostridia Clostridiales Chr norank_f__Chr |_bacterium_g__norank_f__Christensenellaceae
Firmicutes Clostridia Clostridiales i ied_f__| |
Firmicutes Clostridia Clostridiales ridium |_bacterium_g_| i idium
Bacteroidetes  Bacteroidia Bacteroidales Porphyromonadaceae Parabacteroides uncultured_organism_g__Parabacteroides
Bacteroidetes  Bacteroidia Bacteroidales Rikenellaceae Alistipes uncultured_bacterium_g__Alistipes
Actinobacteria  Actinobacteria Acidimicrobiales  norank_o__Acidimicrc norank_o__Acidimicrobiales uncultured_Acidimicrobiales_bacterium_g__norank
Chloroflexi 5085 norank_c__S085  norank_c__S085 norank_c__S085 uncultured_Chloroflexi_bacterium_g__norank_c__S085
Pr ia ia  Rhodospirillal uncultured_bacterium_g__norank_f__Acetobacteraceae
Chloroflexi TK10 norank_c_ TK10  norank_c__TK10 unclassified_g__norank_c__TK10
Actinobacteria  Actinobacteria Micrococcales Brevibacteriaceae  Brevibacterium unclassified_g__Brevibacterium
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_¢ norank_f__Bacteroidales_S24-7_gro uncultured_organism_g__norank_f__Bacteroidales_S24-7_group
Firmicutes Erysipelotrichia Erysipelotrichales Erysipelotrichaceae  Erysipelatoclostridium uncultured_bacterium_g__Erysipelatoclostridium
Pr ia p ia Nitr Nitr norank_f__Nitr _g__norank_f__Nitr
Firmicutes Clostridia Clostridiales i . UCG-014 uncultured_Firmicutes_bacterium_g__Ruminococcaceae_UCG-014
Firmicutes Clostridia Clostridiales . UCG-010 unclassified_g__Ruminococcaceae_UCG-010
Tenericutes Mollicutes norank_f__| _g__norank_f_|
Firmicutes Clostridia Clostridiales Chr Chri _R-7_group _g__Chri ._R-7_group
Bacteroidetes Bacteroidia Bacteroidales Bacteroidaceae Bacteroides Bacteroides_caccae
F iia F fal F ia Cloaci ium |_bacterium_g_ C ium
Firmicutes Clostridia Clostridiales . UCG-010 uncultured_bacterium_g__Ruminococcaceae_UCG-010
Pr ia  Gammapr a Acinetobacter_guillouiae
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_$24-7_¢ _Bacteroidales_S24-7_gro uncultured_bacterium_g__norank_f__Bacteroidales_$24-7_group
i ia i ia idimicrobial idimicrobia CL500-29_marine_group uncultured_bacterium_g__CL500-29_marine_group
ia ia iale: iaceae_S norank_f_ iaceae_Suby uncultured_bacterium_g__norank_f__Acidobacteriaceae__Subgroup_1_
Pr ia phap! a Rhodospirillal Rhodospirilla norank_f__Rhodospirilla _g__norank_f__Rhodospirilla
ia ia i iales Nocardioi ied_f__Nocar ified_f__Nocardi
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidaceae Bacteroides Bacteroides_stercoris_ATCC_43183
Chioroflexi c i Chloroflexal i uncultured_bacterium_g__Roseiflexus
Chloroflexi aerolineal \aer norank_f__Anaerolineaceae Chloroflexi_bacterium_OLB13

iales Nocardioi Nocardioides

unclassified_g__Nocardioides

0TU350
0TU380
0TU456
0TU545
0TU595
0oTu844
0TU126
0oTU161
0TU267
0oTu291
0TU341
0oTU381
0TU523
oTu1s

0TU222
oTu247
0TU253
0oTu279
0TU328
0TU446
0TU789
0oTU840
0oTu24

OTU354
0TU391
0TU392
0TU462
0oTU486
0TUS555
0oTUu6e87
0TU706
oTu252
0TU357
0TU403
0TU547
OTUS54
0TU708
0TU205
0TU240
oTu244
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0oTU280
0TU286
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0OTU367
0TU396
0oTu617
0TU30

0oTU239
0TUu281
0TU303
0TU307
0oTU352
0TU389
0TU404
0TU416
0oTU425
0TU662
0oTU68S
0oTus17
oTu4a7

0TU9%%

0oTu147
0oTu183
0TU208
0TU246
0TU266
0TU282
oTu288
0TU289
0TU29%0
0TU318
0OTU366
0TU376
0oTU377
0TU379
0oTu421
0TU422
0TU491
0TU696
0oTU819
0TU186
0TU269
0TU285
0TU299
0TU305
0TU362
0TU371
0oTU382
0TU399
0TU401
0TU407
0oTU420
0TU798
0TU800
0TU825
oTu833
0TU46

oTu49

0TU97
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Chloroflexi
Chloroflexi

Thermomicrobia
Gitt-GS-136

JG30-KF-CM45
norank_c_ Gitt-GS-

norank_o_JG30-KF-C norank_o__JG30-KF-CM45
norank_c__Gitt-GS-13 norank_c__Gitt-GS-136

unclassified_g__norank_o__JG30-KF-CM45
uncultured_bacterium_g__norank_c__Gitt-GS-136

Actinobacteria  Actinobacteria Acidimicrobiales  lamiaceae lamia uncultured_bacterium_g__lamia
il ia il ia Franki: Geoder il _| _Sp._g__|
ia ia iales Nocardioi Nocardioides uncultured_organism_g__Nocardioides
Gemmatimonade Gemmat i norank_f__( |_Gemmat _bacterium_g__norank_f__Gemmatimonadaceae
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus uncultured_bacterium_g__Anaerotruncus
Firmicutes Clostridia Clostridiales Lachnospiraceae Coprococcus_1 unclassified_g__Coprococcus_1
Firmicutes Clostridia Clostridiales i Candidatus_Soleaferrea Candidatus_Soleaferrea_massiliensis
Cyanobacteria  Cyanobacteria norank_c__Cyanob norank_c__Cyanobact norank_c__C ia _g__norank_c__C ia
Firmicutes Clostridia Clostridiales i . UCG-010 unclassified_g__Ruminococcaceae_UCG-010
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_¢ norank_f__Bacteroidales_S24-7_gro unclassified_g__norank_f__Bacteroidales_S24-7_group
Firmicutes Clostridia Clostridiales i . UCG-010 uncultured_bacterium_g__Ruminococcaceae_UCG-010
Pr ia  Deltapr ia D ionales Di ionaceae D |_bacterium_g__D o
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_¢ norank_f__Bacteroidales_S24-7_gro uncultured_bacterium_g__norank_f__Bacteroidales_$24-7_group
Pr ia P ia Burkholderial C ified_f_ Ci f_C
Firmicutes Bacilli Bacillales i | f_| |
Firmicutes Bacilli Bacillales Bacillaceae Bacillus Bacillus_anthracis_g__Bacillus
Pre ia ia i i ia norank_f__Mitochondria Brassica_nigra__black_mustard_
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus Anaerotruncus_sp._G3_2012_

Verrucomicrobia

Spartobacteria

Chthoniobacterales

DA101_soil_group  norank_f__DA101_soil_group

uncultured_Spartobacteria_bacterium_g__norank
uncultured_bacterium_g__norank_o__Acidimicrobiales

a a norank_o__Acidimicrc norank_o__Acidimicrobiales
Chloroflexi naerolineal naeroli norank_f__Anaeroli X naer
i ia ia dia unclassified_g__Pseudonocardia
ia ia __SuRB41 uncultured_Acidobacteria_bacterium_g__RB41
Actinobacteria  Actinobacteria Gaiellales norank_o__Gaiellales norank_o__Gaiellales uncultured_bacterium_g__norank_o__Gaiellales
Chioroflexi c i Chloroflexal i uncultured_bacterium_g__Roseiflexus
Chloroflexi c Chlorof uncultured_bacterium_g__Roseiflexus
i ia i ia __SuRB41 unclassified_g__RB41
ia ia libacter libacteraceae__Suby B) I ium_sp._g__B
Nitrospirae Nitrospira norank_c__Nitrospi norank_c__Nitrospira Nitrospira unclassified_g__Nitrospira
i ia i ia idimicrobial idimicrobiales_Incel Candidatus_Microthrix uncultured_bacterium_g__Candidatus_Microthrix
Chioroflexi naerolineal naeroli norank_f__Anaeroli X naer
Firmicutes Clostridia Clostridiales Lachnospiraceae norank_f__L L _bacterium_A2
Actinobacteria  Actinobacteria Solirubrobacterales Gsoil-1167 norank_f__Gsoil-1167 uncultured_bacterium_g__norank_f__Gsoil-1167
Pr ia  Alphap ia Bradyrhizobi Bosea unclassified_g__Bosea
Chloroflexi Ktedonobacteria 1G30-KF-AS9 norank_o__JG30-KF-A norank_o__JG30-KF-AS9 uncultured_bacterium_g__norank_o__JG30-KF-AS9
Gemmatimonade Gemmat il il Gemmatimonas unclassified_g__Gemmatimonas
Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ unclassified_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales L ified_f__L _f_L iraceae
Firmicutes Clostridia Clostridiales i | f_| |
Firmicutes Clostridia Clostridiales | f |
Firmicutes Clostridia Clostridiales _UCG-005 unclassified_g__Ruminococcaceae_UCG-005
Firmicutes Clostridia Clostridiales Ruminococcaceae Anaerotruncus unclassified_g__Anaerotruncus
Firmicutes Clostridia Clostridiales Clostridiaceae_1 Clostridium_sensu_stricto_1 human_gut_metagenome_g__Clostridium_sensu_stricto_1
Firmicutes Clostridia Clostridiales Chr Chri _R-7_group ied_g__Chri ._R-7_group
Bacteroidetes  Bacteroidia Bacteroidales Porphyromonadaceae Odoribacter uncultured_bacterium_g__Odoribacter
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_¢ norank_f__Bacteroidales_S24-7_gro uncultured_bacterium_g__norank_f__Bacteroidales_S24-7_group
Acidobacteria  Acidobacteria norank_c__Acidobz norank_c__Acidobactc norank_c__Acidobacteria uncultured_Acidobacteriales_bacterium_g__norank_c__Acidobacteria
Gemmatimonade Gemmat i i _f_ ¢ _f__Gemmat
Acidobacteria  Acidobacteria norank_c__Acidobz norank_c__Acidobactc norank_c__ ia _g__norank_c__/ ia

Proteobacteria
Planctomycetes
Actinobacteria
Acidobacteria
Actinobacteria

Betaproteobacteria

OM190
Actinobacteria
Acidobacteria
Actinobacteria

Pr ia
Chloroflexi
ia

Gammapr

Neisseriales
norank_c__OM190
Coriobacteriales
norank_c__Acidobz
Gaiellales
BD7-8_marine_grot

Neisseriaceae Neisseria

norank_c__OM190  norank_c__OM190
Coriobacteriaceae  Parvibacter
norank_c__Acidobactc norank_c__Acidobacteria
norank_o__Gaiellales norank_o__Gaiellales
norank_o__BD7-8_ma norank_o__BD7-8_marine_group

cl
ia

Chlorof

unclassified_g__Neisseria
uncultured_bacterium_g__norank_c__OM190
uncultured_bacterium_g__Parvibacter
uncultured_prokaryote_g__norank_c__Acidobacteria
uncultured_Rubrobacteria_bacterium_g__norank
unclassified_g__norank_o__BD7-8_marine_group
uncultured_bacterium_g__Roseiflexus

ale:

Nocardioi ied_f__Nocar

f__Nocardi

Saccharibacteria
Acidobacteria

norank_p__Saccharibact

Acidobacteria

norank_p__Sacchar
norank_c_Acidobz

norank_p__Saccharibz norank_p__Saccharibacteria
norank_c_Acidobact: norank_c_Acidobacteria

uncultured_bacterium_g__norank_p__Saccharibacteria
uncultured_bacterium_66

Firmicutes Bacilli Bacillales | f_i f
Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Acidobacteria  Acidobacteria norank_c__Acidobz norank_c__ norank_c__Aci ia _g__norank_c__Aci ia
Saccharibacteria norank_p__Saccharibact norank_p__Sacchar norank_p__Saccharibz norank_p__Saccharibacteria uncultured_bacterium_g__norank_p__Saccharibacteria
Chloroflexi i raerolineal haer norank_f__Anaer |_g__norank_f__Anaer
Bacteroidetes  Bacteroidia Bacteroidales Porphyromonadaceae Odoribacter uncultured_bacterium_g__Odoribacter
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_¢ norank_f__Bacteroidales_S24-7_gro uncultured_bacterium_g__norank_f__Bacteroidales_S24-7_group
Bacteroi Cytoph: ¢ ¢ Persici uncultured_bacterium_g__Persicitalea
Pr ia  Deltapr a Blriia1 norank_f__Blrii41 unclassified_g__norank_f__Blriia1
Chioroflexi _p__ Chlorofl _p_Ch _p__Chlor _p__Chloroflexi unclassified_p__Chloroflexi
4 4 i norank_f__| _g__norank_f__|
Nitrospirae Nitrospira norank_c__Nitrospi norank_c__Nitrospira Nitrospira unclassified_g__Nitrospira
i ia i ia idimicrobial OM1_clade norank_f__OM1_clade unclassified_g__norank_f__OM1_clade
Firmicutes Clostridia Clostridiales Lachnospiraceae norank_f__Lachnospiraceae uncultured_bacterium_g__norank_f__Lachnospiraceae
Gemmatimonade Gemmat i i Gemmatimonas _bacterium_g_ ¢ i
Chloroflexi Thermomicrobia 1G30-KF-CM45 norank_o__JG30-KF-C norank_o__JG30-KF-CM45 uncultured_Sphaerobacter_sp._g__norank
Pr ia phap ia Rhodospirillal norank_f__/ |_bacterium_g__norank_f__Acetobacteraceae
Actinobacteria  Actinobacteria Coriobacteriales  Coriobacteriaceae  Coriobacteriaceae_UCG-002 uncultured_bacterium_g__Coriobacteriaceae_UCG-002
ia ia i_c__Aci i_c__Acido ified_c__Acil ia |_c__/ ia
Chloroflexi Ktedonobacteria €0119 norank_o__C0119  norank_o__C0119 unclassified_g__norank_o__C0119
ified_k__r ified_k__norank _k__nol _k__noran ified_k__norank unclassified_k__norank
__norank _k__nol __noran |_k__norank unclassified_k__norank
__norank _k__nol __noran ified_k__norank unclassified_k__norank

0TU408
0oTU413
0TU417
0oTU419
0TU430
oTu442
0TU592
0oTU734
0TU37

0TU149
0TU157
0TU190
0TU225
0TU250
0TU265
0TU268
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0oTu275
0TUu283
0TU29%6
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_UCG-005

_UCG-014

_UCG-014

_UCG-014

Phylum Class Order Family Genus Species

Firmicutes Clostridia Clostridiales F i ium |_bacterium_g__F ium

Bacteroidetes  Bacteroidia Bacteroidales Rikenellaceae Alistipes gut_metagenome_g__Alistipes

Firmicutes Clostridia Clostridiales Lachnospiraceae [Ruminococeus]_torques_group  uncultured_Clostridiales_bacterium_g__[Ruminococcus]_torques_group
Pr ia  Gammapr ia  Enterobacteriales Enterobacteriaceae  Escherichia-Shigella Escherichia_coli_g__Escherichia-Shigella

Firmicutes Clostridia Clostridiales F i ium bacterium_ic1379

Bacteroidetes  Bacteroidia Bacteroidales Rikenellaceae Alistipes unclassified_g__Alistipes

Firmicutes Bacilli L L L i unclassified_g__Lactobacillus

Firmicutes Clostridia Clostridiales uncultured_bacterium_g__Subdoligranulum

Firmicutes Clostridia Clostridiales L _f_L _f_L iraceae

Firmicutes Clostridia Clostridiales Lachnospiraceae Blautia unclassified_g__Blautia

Firmicutes Clostridia Clostridiales Lachnospiraceae Eisenbergiella |_bacterium_g__Eisenbergiell

Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus

Firmicutes Clostridia Clostridiales L _f_L _f_L iraceae

Firmicutes Bacilli L i L L Lactobacillus_salivarius

Firmicutes Clostridia Clostridiales Lachnospiraceae Shuttleworthia uncultured_bacterium_g__Shuttleworthia

Firmicutes Clostridia Clostridiales Ruminococcaceae  Butyricicoccus uncultured_bacterium_g__Butyricicoccus

Firmicutes Clostridia Clostridiales Lachnospiraceae [Ruminococcus]_torques_group unclassified_g__[Ruminococcus]_torques_group
Firmicutes Clostridia Clostridiales L i L idium unclassified_g__Lachnoclostridium

Firmicutes Clostridia Clostridiales ridium_9 unclassified_g__Ruminiclostridium_9

Firmicutes Clostridia Clostridiales unclassified_g__Subdoligranulum

Firmicutes Clostridia Clostridiales _UCG-014 unclassified_g__Ruminococcaceae_UCG-014

Pre ia ia Burkholderial Parasutterella uncultured_organism_g__Parasutterella

Firmicutes Clostridia Clostridiales F i ium |_bacterium_g__F ium

Firmicutes Clostridia Clostridiales Clostridiales_vadinBB¢ norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales F i ium |_bacterium_g__F ium

Firmicutes Clostridia Clostridiales L | f_ L _f__Lachnospiraceae

Firmicutes Bacilli L L L Lactobacillus_vaginalis

Firmicutes Clostridia Clostridiales Lachnospiraceae Sellimonas unclassified_g__Sellimonas

Firmicutes Clostridia Clostridiales L ified_f__L _f_L iraceae

Firmicutes Clostridia Clostridiales norank_f__| _g__norank_f_|

Firmicutes Erysipelotrichia Erysipelotrichales  Erysipelotrichaceae  Erysipelatoclostridium bacterium_ic1391

Firmicutes Clostridia Clostridiales Ruminococcaceae  [Eubacterium]_coprostanoligenes_g unclassified_g__[Eubacterium]_coprostanoligenes_group
Firmicutes Bacilli L Enter Enterococcus_cecorum

Firmicutes Clostridia Clostridiales L | f_ L _f_Lachnospiraceae

Firmicutes Clostridia Clostridiales _f_| _f_| i

Firmicutes Clostridia Clostridiales L L idium Clostridium_sp._BR31

Firmicutes Clostridia Clostridiales norank_f__| Clostridiales_bacterium_24-4c

Firmicutes Bacilli Bacillales ied_f__ _f__|

Firmicutes Clostridia Clostridiales Lachnospiraceae [Ruminococeus]_torques_group  uncultured_Clostridiales_bacterium_g__[Ruminococcus]_torques_group
Firmicutes Clostridia Clostridiales Lachnospiraceae [Eubacterium]_hallii_group uncultured_bacterium_g__[Eubacterium]_hallii_group
Firmicutes Clostridia Clostridiales Lachnospiraceae Anaerostipes Anaerostipes_butyraticus

Firmicutes Clostridia Clostridiales i . UCG-014 uncultured_bacterium_g__Ruminococcaceae_UCG-014
Firmicutes Clostridia Clostridiales Lachnospiraceae Sellimonas bacterium_P1C11

Firmicutes Clostridia Clostridiales Chri: Chr _R-7_group ified_g__Chr _R-7_group

Firmicutes Clostridia Clostridiales Ruminococcaceae Butyricicoccus unclassified_g__Butyricicoccus

Bacteroidetes Bacteroidia Bacteroidales Bacteroidaceae Bacteroides Bacteroides_acidifaciens

Firmicutes Clostridia Clostridiales i :_UCG-014 unclassified_g__Ruminococcaceae_UCG-014

Firmicutes Clostridia Clostridiales L L idium unclassified_g__Lachnoclostridium

Firmicutes Clostridia Clostridiales _UCG-005 _organism_g__|

Firmicutes Erysipelotrichia Erysipelotrichales  Erysipelotrichaceae  Erysipelatoclostridium [Clostridium]_spiroforme

Tenericutes Mollicutes Mollicutes_RF9 norank_o__Moll norank_o__| i _RF9 _bacterium_g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales Lachnospiraceae Tyzzerella uncultured_organism_g__Tyzzerella

Firmicutes Clostridia Clostridiales i ridium _bacterium_g__| idium

Firmicutes Clostridia Clostridiales Ruminococcaceae  Butyricicoccus Butyricicoccus_pullicaecorum_1.2

Firmicutes Clostridia Clostridiales i _UCG-014 _bacterium_g__|

Firmicutes Clostridia Clostridiales Lachnospiraceae norank_f__Lachnospiraceae Clostridiales_bacterium_CHKCIO01

Pr ia  Gammapr ia Pseudomonas_brenneri

Firmicutes Clostridia Clostridiales norank_f__| _g__norank_f_|

Firmicutes Clostridia Clostridiales i _UCG-014 unidentified_rumen_bacterium_Jw32

Firmicutes Clostridia Clostridiales . UCG-014 uncultured_rumen_bacterium_g__Ruminococcaceae_UCG-014
Firmicutes Clostridia Clostridiales L L iraceae_NK4A136_group  unclassified_g__Lachnospiraceae_NK4A136_group
Firmicutes Clostridia Clostridiales Clostridiales_vadinBB¢ norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales Lachnospiraceae Coprococcus_1 uncultured_organism_g__Coprococcus_1

Firmicutes Clostridia Clostridiales L i ied_f__L i _f__Lachnospiraceae

Firmicutes Clostridia Clostridiales _UCG-014 _organism_g__|

Firmicutes Clostridia Clostridiales Lachnospiraceae Blautia Blautia_hydrogenotrophica

Firmicutes Clostridia Clostridiales norank_f__| _g__norank_f__|

Firmicutes Clostridia Clostridiales Peptostreptococcacea Romboutsia uncultured_bacterium_g__Romboutsia

Firmicutes Clostridia Clostridiales Ruminococcaceae Anaerotruncus uncultured_bacterium_g__Anaerotruncus

Firmicutes Clostridia Clostridiales i . UCG-014 uncultured_bacterium_g__Ruminococcaceae_UCG-014
Firmicutes Clostridia Clostridiales _UCG-014 unclassified_g__Ruminococcaceae_UCG-014

Firmicutes Clostridia Clostridiales Ruminococcaceae  [Eubacterium]_copr i . g gut_ _g__[Eubacterium]_coprostanoligenes_group
Firmicutes Clostridia Clostridiales i _UCG-005 unclassified_g__Ruminococcaceae_UCG-005

Firmicutes Clostridia Clostridiales Ruminococcaceae  Flavonifractor uncultured_bacterium_g__Flavonifractor

Firmicutes Clostridia Clostridiales i _UCG-014 _bacterium_g__|

Firmicutes Clostridia Clostridiales ._UCG-005 uncultured_prokaryote_g__Ruminococcaceae_UCG-005
Firmicutes Clostridia Clostridiales _f_| ied_f__| i

Firmicutes Clostridia Clostridiales Ruminococcaceae  Butyricicoccus unclassified_g__Butyricicoccus

Firmicutes Clostridia Clostridiales L ified_f__L _f_L iraceae

Firmicutes Bacilli L i tr tr tr ¥ _subsp._

Firmicutes Clostridia Clostridiales norank_f__| _bacterium_AM2

Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ uncultured_organism_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales Lachnospiraceae Shuttleworthia uncultured_bacterium_g__Shuttleworthia

Firmicutes Clostridia Clostridiales Lachnospiraceae Blautia uncultured_bacterium_g__Blautia

Firmicutes Clostridia Clostridiales i _UCG-014 uncultured_rumen_bacterium_g__Ruminococcaceae_UCG-014
Firmicutes Clostridia Clostridiales . UCG-004 unclassified_g__Ruminococcaceae_UCG-004

Firmicutes Clostridia Clostridiales norank_f_| human_gut_metagenome_g__norank_f__Ruminococcaceae
Firmicutes Clostridia Clostridiales L | i_group bacterium_ic1296

Firmicutes Clostridia Clostridiales Ruminococcaceae Anaerofilum _bacterium_g__Anaerofilum

Firmicutes Clostridia Clostridiales L i ied_f__L _f__Lachnospiraceae

Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Erysipelotrichia Erysipelotrichales  Erysipelotrichaceae  Erysipelatoclostridium Candidatus_Stoquefichus_sp._SN16

Firmicutes Clostridia Clostridiales Lachnospiraceae [Eubacterium]_hallii_group uncultured_bacterium_g__[Eubacterium]_hallii_group
Firmicutes Clostridia Clostridiales i idium_5 uncultured_bacterium_g__Ruminiclostridium_5

Firmicutes Clostridia Clostridiales Chr Chri; :_R-7_group _bacterium_g__Chr

Firmicutes Clostridia Clostridiales Lachnospiraceae Blautia unclassified_g__Blautia

Firmicutes Clostridia Clostridiales L ified_f__L _f_L iraceae

Firmicutes Clostridia Clostridiales ._UCG-005 uncultured_Clostridiales_bacterium_g__Ruminococcaceae_UCG-005
Firmicutes Clostridia Clostridiales _f_ _f_|

Firmicutes Clostridia Clostridiales L | f_ L _f__Lachnospiraceae

Firmicutes Clostridia Clostridiales Ruminococcaceae Anaerotruncus uncultured_bacterium_g__Anaerotruncus

Firmicutes Clostridia Clostridiales L i | f_ L _f__Lachnospiraceae

Firmicutes Clostridia Clostridiales Ruminococcaceae Anaerotruncus Anaerotruncus_colihominis_DSM_17241

Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ uncultured_Clostridia_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Pr ia  Gammapr a unclassified_g__Pseudomonas

Firmicutes Clostridia Clostridiales Chri: Chr _R-7_group i_g__Chr _R-7_group

Firmicutes Clostridia Clostridiales uncultured_Subdoligranulum_sp.

Firmicutes Clostridia Clostridiales Lachnospiraceae Marvinbryantia unclassified_g__Marvinbryantia

Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ unclassified_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales L i | f_ L _f_Lachnospiraceae
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Firmicutes Clostridia Clostridiales . NK4A214_group uncultured_organism_g__Ruminococcaceae_NK4A214_group
Firmicutes Clostridia Clostridiales L _f_L ied_f__L iraceae

Firmicutes Clostridia Clostridiales D Defluvi _UCG-011 uncultured_bacterium_g__Defluviitaleaceae_UCG-011
Firmicutes Clostridia Clostridiales i :_UCG-010 _bacterium_g__| _UCG-010
Firmicutes Clostridia Clostridiales . UCG-014 unclassified_g__Ruminococcaceae_UCG-014

Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ unclassified_g__norank_f__Clostridiales_vadinBB60_group

Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__| _RF9 _g__norank_o__| _RF9

Firmicutes Clostridia Clostridiales t ium |_bacterium_g__Hydr

Firmicutes Clostridia Clostridiales . UCG-014 unclassified_g__Ruminococcaceae_UCG-014

Firmicutes Clostridia Clostridiales :_UCG-014 _bacterium_g__| _UCG-014
Firmicutes Clostridia Clostridiales norank_f__| _g__norank_f_|

Firmicutes Bacilli L L L i Lactobacillus_aviarius

Firmicutes Clostridia Clostridiales L | f_ L _f_Lachnospiraceae

Firmicutes Clostridia Clostridiales Lachnospiraceae Eisenbergiella unclassified_g__Eisenbergiella

Firmicutes Clostridia Clostridiales i norank_f__| _sp._16442

Firmicutes Clostridia Clostridiales Ruminococcaceae Ruminococcus_1 unclassified_g__Ruminococcus_1

Firmicutes Clostridia Clostridiales Lachnospiraceae Lachnospira unclassified_g__Lachnospira

Tenericutes Mollicutes Mollicutes_RF9 norank_o__Moll norank_o__| i _RF9 _bacterium_g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales i ied_f__| _f_|

Firmicutes Erysipelotrichia Erysipelotrichales  Erysipelotrichaceae  norank_f__Erysipelotrichaceae Clostridiales_bacterium_10-3b

Firmicutes Clostridia Clostridiales Peptococcaceae norank_f__Peptococcaceae uncultured_bacterium_g__norank_f__Peptococcaceae
Firmicutes Clostridia Clostridiales L _f_L _f_L iraceae

Firmicutes Clostridia Clostridiales L | f L _f__Lachnospiraceae

Firmicutes Clostridia Clostridiales Ruminococcaceae Anaerotruncus uncultured_bacterium_g__Anaerotruncus

Firmicutes Erysipelotrichia Erysipelotrichales  Erysipelotrichaceae  norank_f__Erysipelotrichaceae Clostridiales_bacterium_60-7e

Firmicutes Clostridia Clostridiales i _UCG-014 unclassified_g__Ruminococcaceae_UCG-014
Bacteroidetes  Bacteroidia Bacteroidales Rikenellaceae Alistipes gut_metagenome_g__Alistipes

Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__Mollicutes_RF9 gut_metagenome_g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales i |_f_ ified_f__|

Firmicutes Erysipelotrichia Erysipelotrichales  Erysipelotrichaceae  Faecalitalea unclassified_g__Faecalitalea

Firmicutes Bacilli L i L i L Lactobacillus_johnsonii

Bacteroidetes  Bacteroidia Bacteroidales Rikenellaceae Alistipes unclassified_g__Alistipes

Firmicutes Clostridia Clostridiales i i unclassified_g__Subdoligranulum

Pr ia  Deltapr ia D ionales Di jonaceae D unclassified_g__Desulfovibrio

Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ unclassified_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Erysipelotrichia Erysipelotrichales  Erysipelotrichaceae  E: idium ied_g_ E idium

Firmicutes Clostridia Clostridiales Lachnospiraceae [Ruminococcus]_torques_group  unclassified_g__[Ruminococcus]_torques_group
Firmicutes Clostridia Clostridiales i _UCG-014 unclassified_g__Ruminococcaceae_UCG-014
Actinobacteria  Actinobacteria Coriobacteriales Coriobacteriaceae Senegalimassilia Coriobacteriaceae_bacterium_CHKCI002

Firmicutes Clostridia Clostridiales i :_UCG-014 _bacterium_g__| _UCG-014
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus uncultured_organism_g__Anaerotruncus

Firmicutes Clostridia Clostridiales norank_f__| _g__norank_f__|

Firmicutes Clostridia Clostridiales Clostridiales_vadinBB¢ norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
C a G a philale: norank_o__Gastranae norank_o__Gastranaerophilales  uncultured_rumen_bacterium_g__norank_o__Gastranaerophilales
Firmicutes Clostridia Clostridiales L i | f_ L i _f__Lachnospiraceae

Firmicutes Clostridia Clostridiales _UCG-010 gut_metagenome_g__Ruminococcaceae_UCG-010
Firmicutes Clostridia Clostridiales L | f_ L i _f__Lachnospiraceae

Firmicutes Clostridia Clostridiales Dy De i _UCG-011 |_bacterium_g__Di _UCG-011
Firmicutes Clostridia Clostridiales Lachnospiraceae Blautia uncultured_bacterium_g__Blautia

Firmicutes Clostridia Clostridiales Chr Chri; :_R-7_group i_g__Chri :_R-7_group

Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__Mollicutes_RF9 uncultured_bacterium_g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales Ruminococcaceae Anaerotruncus unclassified_g__Anaerotruncus

Firmicutes Clostridia Clostridiales Clostridiales_vadinBB¢ norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales Ruminococcaceae Anaerotruncus uncultured_Clostridiaceae_bacterium_g__Anaerotruncus
Firmicutes Clostridia Clostridiales Ruminococcaceae  Flavonifractor uncultured_bacterium_g__Flavonifractor

Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ unclassified_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales L _f_L _f_L iraceae

Firmicutes Erysipelotrichia Erysipelotrichales  Erysipelotrichaceae  Erysipelatoclostridium Clostridiales_bacterium_CHKCIO06

Firmicutes Clostridia Clostridiales L ified_f__L ied_f__L iraceae

Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus uncultured_bacterium_g__Anaerotruncus

Firmicutes Clostridia Clostridiales i :_UCG-010 _bacterium_g__| _UCG-010
Firmicutes Clostridia Clostridiales unclassified_g__Subdoligranulum

Firmicutes Clostridia Clostridiales Lachnospiraceae Blautia uncultured_bacterium_g__Blautia

Firmicutes Clostridia Clostridiales Chri Chr . R-7_group uncultured_bacterium_g__Christensenellaceae_R-7_group
Tenericutes Mollicutes Mollicutes_RF9 norank_o__Moll norank_o__| i _RF9 _bacterium_g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ uncultured_organism_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales L _f_L _f_L iraceae

Firmicutes Clostridia Clostridiales idium_9 uncultured_bacterium_g__Ruminiclostridium_9
Firmicutes Bacilli L L L Lactobacillus_agilis

Firmicutes Clostridia Clostridiales Lachnospiraceae Marvinbryantia uncultured_organism_g__Marvinbryantia

Firmicutes Clostridia Clostridiales i _UCG-014 unclassified_g__Ruminococcaceae_UCG-014

Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ uncultured_rumen_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Tenericutes Mollicutes Mollicutes_RF9 norank_o__Moll norank_o__| i _RF9 _bacterium_g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales Lachnospiraceae Coprococcus_1 unclassified_g__Coprococcus_1

Firmicutes Clostridia Clostridiales L ified_f__L _f_L iraceae

Firmicutes Clostridia Clostridiales . UCG-014 unclassified_g__Ruminococcaceae_UCG-014

Firmicutes Clostridia Clostridiales norank_f__|f _g__norank_f__|

Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus uncultured_bacterium_g__Anaerotruncus

Firmicutes Clostridia Clostridiales Ruminococcaceae Anaerotruncus uncultured_bacterium_g__Anaerotruncus

Firmicutes Clostridia Clostridiales i idium_5 unclassified_g__Ruminiclostridium_5

Firmicutes Clostridia Clostridiales Family_XIll [Eubacterium]_nodatum_group Eubacteriaceae_bacterium_Marseille-P2843

Firmicutes Clostridia Clostridiales Chri Chr . R-7_group uncultured_bacterium_g__Christensenellaceae_R-7_group
Firmicutes Clostridia Clostridiales Lachnospiraceae norank_f__Lachnospiraceae Clostridiales_bacterium_CHKCI001

Firmicutes Clostridia Clostridiales i ied_f__| i ified_f__|

Firmicutes Clostridia Clostridiales _f_ _f_|

Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__Mollicutes_RF9 uncultured_bacterium_g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales i :_UCG-009 _bacterium_g__| _UCG-009
Firmicutes Clostridia Clostridiales . NK4A214_group uncultured_organism_g__Ruminococcaceae_NK4A214_group
‘errucomicr ‘errucomicrobia err err Akkermansia unclassified_g__Akkermansia

Firmicutes Clostridia Clostridiales Clostridiales_vadinBB¢ norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales Ruminococcaceae Oscillospira uncultured_bacterium_g__Oscillospira

Firmicutes Clostridia Clostridiales Lachnospiraceae Lachnospiraceae_NK4A136_group  unclassified_g__Lachnospiraceae_NK4A136_group
Firmicutes Clostridia Clostridiales L ified_f__L ied_f__L iraceae

Firmicutes Clostridia Clostridiales | f_| _f_Peptostr

Firmicutes Bacilli L L L unclassified_g__Lactobacillus

Firmicutes Clostridia Clostridiales . NK4A214_group uncultured_rumen_bacterium_g__Ruminococcaceae_NK4A214_group
Firmicutes Clostridia Clostridiales _UCG-014 unclassified_g__Ruminococcaceae_UCG-014

Firmicutes Clostridia Clostridiales . UCG-013 unclassified_g__Ruminococcaceae_UCG-013

Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ unclassified_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ unclassified_g__norank_f__Clostridiales_vadinBB60_group
Tenericutes Mollicutes Mollicutes_RF9 norank_o__Moll norank_o__| i _RF9 _g__norank_o__| i _RF9

Firmicutes Clostridia Clostridiales L i ied_f__L i _f_Lachnospiraceae

Firmicutes Clostridia Clostridiales i :_UCG-014 unclassified_g__Ruminococcaceae_UCG-014

Firmicutes Clostridia Clostridiales Chri: Chr _R-7_group i_g__Chr _R-7_group
Firmicutes Clostridia Clostridiales unclassified_o__Clost unclassified_o__Clostridiales unclassified_o__Clostridiales

Firmicutes Clostridia Clostridiales i | f_| |

Firmicutes Clostridia Clostridiales _f_| _f_|

Firmicutes Clostridia Clostridiales Family_Xill unclassified_f__Family_XIII unclassified_f__Family_XIll

Firmicutes Clostridia Clostridiales i _UCG-013 _bacterium_g__| _UCG-013
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus
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Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ uncultured_Firmicutes_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales i ridium_5 |_bacterium_g__| idium_5

Firmicutes Clostridia Clostridiales . UCG-014 uncultured_bacterium_g__Ruminococcaceae_UCG-014
Firmicutes Clostridia Clostridiales . UCG-010 |_bacterium_g__| _UCG-010
Firmicutes Clostridia Clostridiales . UCG-014 uncultured_bacterium_g__Ruminococcaceae_UCG-014
Firmicutes Clostridia Clostridiales Ruminococcaceae [Eubacterium]_coprostanoligenes_g unclassified_g__[Eubacterium]_coprostanoligenes_group
Firmicutes Clostridia Clostridiales i . UCG-014 unidentified_rumen_bacterium_JW32

Firmicutes Clostridia Clostridiales . UCG-008 |_bacterium_g_| _UCG-008
Firmicutes Clostridia Clostridiales Family_Xill Family_XIll_UCG-001 uncultured_bacterium_g__Family_XIll_UCG-001

Firmicutes Clostridia Clostridiales i ridium_5 |_bacterium_g_| i idium_5

Firmicutes Clostridia Clostridiales Peptococcaceae norank_f__Peptococcaceae uncultured_organism_g__norank_f__Peptococcaceae
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerofilum |_bacterium_g__Anaerofilum

Firmicutes Clostridia Clostridiales Lachnospiraceae Marvinbryantia uncultured_bacterium_g__Marvinbryantia

Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus

Firmicutes Clostridia Clostridiales Clostridiales_vadinBB¢ norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales i ridium_5 unclassified_g__Ruminiclostridium_5

Firmicutes Clostridia Clostridiales unclassified_o__Closti unclassified_o__Clostridiales unclassified_o__Clostridiales

Tenericutes Mollicutes Mollicutes_RF9  norank_o__Moll norank_o__Mollicutes_RF9 |_bacterium_g__norank_o__Mollicutes_RF9
Firmicutes Erysipelotrichia Erysipelotrichales  Erysipelotrichaceae  norank_f__Erysipelotrichaceae uncultured_Erysipelotrichaceae_bacterium_g__norank
Tenericutes | \aer \aer ol |_bacterium_g__Anaeroplasm:

Firmicutes Clostridia Clostridiales . UCG-014 unclassified_g__Ruminococcaceae_UCG-014

Firmicutes Clostridia Clostridiales ridium_9 unclassified_g__Ruminiclostridium_9

Firmicutes Clostridia Clostridiales norank_f__| human_gut_metagenome_g__norank_f__Ruminococcaceae

¢ a G a philale: norank_o__Gastranae norank_o__Gastranaerophilales  uncultured_bacterium_g__norank_o__Gastranaerophilales
Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales L ified_f__L _f_L iraceae

Firmicutes Clostridia Clostridiales i | f_| |

Tenericutes Mollicutes NB1-n norank_o__NB1-n  norank_o_ NB1-n uncultured_organism_g__norank_o_ NB1-n

Firmicutes Clostridia Clostridiales i . UCG-013 uncultured_bacterium_g__Ruminococcaceae_UCG-013
Firmicutes Clostridia Clostridiales . UCG-014 unclassified_g__Ruminococcaceae_UCG-014

Firmicutes Clostridia Clostridiales idium uncultured_bacterium_g__Ruminiclostridium

¢ a G a philale: norank_o__Gastranae norank_o__( ol _g__norank_o__(

Firmicutes Clostridia Clostridiales L i ied_f__L i _f_Lachnospiraceae

Firmicutes Clostridia Clostridiales Lachnospiraceae Roseburia unclassified_g__Roseburia

Firmicutes Clostridia Clostridiales Clostridiales_vadinBB¢ norank_f__ Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Moll norank_o__Mollicutes_RF9 _g__norank_o__Mollicutes_RF9

Firmicutes Clostridia Clostridiales Lachnospiraceae Lachnospiraceae_UCG-010 uncultured_bacterium_g__Lachnospiraceae_UCG-010
Firmicutes Clostridia Clostridiales ified_f | _f__Rumi

Firmicutes Clostridia Clostridiales . UCG-013 uncultured_bacterium_g__Ruminococcaceae_UCG-013
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Moll norank_o__Mollicutes_RF9 |_bacterium_g__norank_o__Mollicutes_RFS
Firmicutes Clostridia Clostridiales Ruminococcaceae  [Eubacterium]_coprostanoligenes_g unclassified_g__[Eubacterium]_coprostanoligenes_group
Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ unclassified_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales Chri Chr . R-7_group _g_ Chr . R-7_group

Firmicutes Clostridia Clostridiales norank_f_| _g__norank_f__|

Firmicutes Clostridia Clostridiales i |

Firmicutes Clostridia Clostridiales Lachnospiraceae norank_f__L _g__norank_f__L

Firmicutes Clostridia Clostridiales Lachnospiraceae [Eubacterium]_ventriosum_group  uncultured_organism_g__[Eubacterium]_ventriosum_group
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Moll norank_o__Mollicutes_RF9 _g__norank_o__Mollicutes_RF9

Firmicutes Clostridia Clostridiales L i ied_f__L i _f_Lachnospiraceae

Tenericutes Mollicutes Mollicutes_RF9  norank_o__Moll norank_o__Mollicutes_RF9 |_bacterium_g__norank_o__Mollicutes_RFS
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus uncultured_bacterium_g__Anaerotruncus

Firmicutes Bacilli L L L i L _murinus_g__L

Firmicutes Clostridia Clostridiales Chri Chr . R-7_group uncultured_prokaryote_g__Christensenellaceae_R-7_group
Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales Lachnospiraceae Coprococcus_1 unclassified_g__Coprococcus_1

Tenericutes Mollicutes Mollicutes_RF9  norank_o__Moll norank_o__Mollicutes_RF9 _g__norank_o__Mollicutes_RF9

Firmicutes Clostridia Clostridiales Clostridiales_vadinBB¢ norank_f__ Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales i . UCG-014 unclassified_g__Ruminococcaceae_UCG-014

Firmicutes Clostridia Clostridiales unclassified_o__Closti unclassified_o__Clostridiales unclassified_o__Clostridiales

Firmicutes Clostridia Clostridiales Lachnospiraceae Roseburia unclassified_g__Roseburia

Firmicutes Clostridia Clostridiales L ified_f L ied_f aceae

Pr ia ia Burkholderial o o unclassified_g__Oxalobacter

Firmicutes Clostridia Clostridiales F i ium unclassified_g__Faecalibacterium

Firmicutes Clostridia Clostridiales idium_5 uncultured_bacterium_g__Ruminiclostridium_5

Firmicutes Clostridia Clostridiales L L iraceae_UCG-010 _bacterium_g__L _UCG-010
Bacteroidetes  Bacteroidia Bacteroidales Rikenellaceae Alistipes uncultured_bacterium_g__Alistipes

Firmicutes Erysipelotrichia Erysipelotrichales  Erysipelotrichaceae  [Clostridium]_innocuum_group uncultured_bacterium_g__[Clostridium]_innocuum_group
Firmicutes Clostridia Clostridiales unclassified_o__Closti unclassified_o__Clostridiales unclassified_o__Clostridiales

Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ gut_metagenome_g__norank_f__Clostridiales_vadinBB60_group
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__Mollicutes_RF9 uncultured_bacterium_g__norank_o__Mollicutes_RF9

¢ a G a philale: norank_o__Gastranae norank_o__ ol _g__norank_o__(

Firmicutes Clostridia Clostridiales Clostridiales_vadinBB¢ norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales L ified_f__L _f_L iraceae

Firmicutes Clostridia Clostridiales i norank_f__| _g__norank_f_|

Firmicutes Clostridia Clostridiales L ified_f__L _f_L iraceae

Firmicutes Clostridia Clostridiales Lachnospiraceae norank_f__Lachnospiraceae uncultured_organism_g__norank_f__Lachnospiraceae
Firmicutes Clostridia Clostridiales i . UCG-014 unclassified_g__Ruminococcaceae_UCG-014

Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__| _RF9 _g__norank_o__| _RF9

Firmicutes Clostridia Clostridiales ified_f_| _f_ Rumi

Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus

Tenericutes Mollicutes Mollicutes_RF9  norank_o__Moll norank_o__Mollicutes_RF9 |_bacterium_g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales i _UCG-010 uncultured_bacterium_g__Ruminococcaceae_UCG-010
Firmicutes Clostridia Clostridiales L L iraceae_FCS020_group |_bacterium_g__| _FCS020_group
Firmicutes Clostridia Clostridiales Ruminococcaceae  Caproiciproducens uncultured_bacterium_g__Caproiciproducens

Firmicutes Clostridia Clostridiales Peptococcaceae norank_f__| _g__norank_f__}

Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus uncultured_bacterium_g__Anaerotruncus

Firmicutes Clostridia Clostridiales L ified_f__L _f_L iraceae

Firmicutes Clostridia Clostridiales Chri Chr . R-7_group uncultured_bacterium_g__Christensenellaceae_R-7_group
Firmicutes Clostridia Clostridiales Ruminococcaceae  Ruminococcus_2 |_bacterium_g_| 2

Actinobacteria  Actinobacteria Coriobacteriales  Coriobacteriaceae  unclassified_f__Coriobacteriaceae unclassified_f__Coriobacteriaceae

Pr ia  Alphap Br Brucella Brucella_melitensis_g__Brucella

Firmicutes Clostridia Clostridiales idium_1 uncultured_bacterium_g__Ruminiclostridium_1

Tenericutes Mollicutes Mollicutes_RF9  norank_o__Moll norank_o__Mollicutes_RF9 _g__norank_o__Mollicutes_RF9

Firmicutes Clostridia Clostridiales i . UCG-014 unclassified_g__Ruminococcaceae_UCG-014

Firmicutes Clostridia Clostridiales norank_f_| _g__norank_f__|

Firmicutes Bacilli Lactobacillales Enterococcaceae Enterococcus Enterococcus_faecalis_g__Enterococcus

Firmicutes Bacilli L L L i Lactobacillus_coleohominis

Firmicutes Erysipelotrichia Erysipelotrichales  Erysipelotrichaceae  unclassified_f _Erysipelotrichaceae unclassified_f__Erysipelotrichaceae

Firmicutes Clostridia Clostridiales Chr Chri . R-7_group bacterium_YES7

Firmicutes Clostridia Clostridiales i idium_9 unclassified_g__Ruminiclostridium_9

Firmicutes Clostridia Clostridiales F i ium unclassified_g__Faecalibacterium

Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__| _RF9 _g__norank_o__| _RF9

Firmicutes Clostridia Clostridiales norank_f_| _g__norank_f__|

Firmicutes Clostridia Clostridiales Ruminococcaceae  Ruminococcus_1 uncultured_bacterium_g__Ruminococcus_1

Firmicutes Clostridia Clostridiales | f_| f

Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__Mollicutes_RF9 uncultured_bacterium_g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales Caproicip unclassified_g__Caproiciproducens

Firmicutes Clostridia Clostridiales Clostridiales_vadinBB¢ norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
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Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__Mollicutes_RF9 uncultured_bacterium_g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales Lachnospiraceae Coprococcus_1 |_bacterium_g__C 1

Firmicutes Clostridia Clostridiales Peptococcaceae Peptococcus uncultured_organism_g__Peptococcus

Firmicutes Clostridia Clostridiales i . UCG-014 unclassified_g__Ruminococcaceae_UCG-014

Firmicutes Clostridia Clostridiales norank_f__Rumi _g__norank_f_|

Firmicutes Clostridia Clostridiales Ruminococcaceae  Ruminococcus_1 |_organism_g__Rumii 1

Firmicutes Clostridia Clostridiales Clostridiales_vadinBB¢ norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales L ified_f__L _f_L iraceae

Firmicutes Clostridia Clostridiales i norank_f__| _bacterium_GD7

Firmicutes Erysipelotrichia Erysipelotrichales  Erysipelotrichaceae  Holdemania unclassified_g__Holdemania

Firmicutes Clostridia Clostridiales Ruminococcaceae  [Eubacterium]_coprostanoligenes_g unclassified_g__[Eubacterium]_coprostanoligenes_group
Firmicutes Clostridia Clostridiales Family_XIll Family_XIIl_AD3011_group uncultured_bacterium_g__Family_XIIl_AD3011_group
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__Mollicutes_RF9 uncultured_bacterium_g__norank_o__Mollicutes_RF9
Actinobacteria  Actinobacteria Coriobacteriales  Coriobacteriaceae unclassified_f__Coriobacteriaceae unclassified_f__Coriobacteriaceae

Firmicutes Clostridia Clostridiales i Candidatus_Soleaferrea uncultured_organism_g__Candidatus_Soleaferrea
Firmicutes Clostridia Clostridiales Ruminococcaceae [Eubacterium]_coprostanoligenes_g unclassified_g__[Eubacterium]_coprostanoligenes_group
Firmicutes Erysipelotrichia Erysipelotrichales  Erysipelotrichaceae  Erysij idium ified_g__Erysi idium

Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus uncultured_bacterium_g__Anaerotruncus

Firmicutes Clostridia Clostridiales L i ied_f__L _f__Lachnospiraceae

Firmicutes Clostridia Clostridiales Lachnospiraceae Tyzzerella uncultured_bacterium_g__Tyzzerella

Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ gut_metagenome_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales Ruminococcaceae  Ruminococcus_2 unclassified_g__Ruminococcus_2

Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerofilum uncultured_bacterium_g__Anaerofilum

Firmicutes Clostridia Clostridiales i . UCG-014 unclassified_g__Ruminococcaceae_UCG-014

Firmicutes Clostridia Clostridiales . UCG-013 unclassified_g__Ruminococcaceae_UCG-013
Bacteroidetes  Bacteroidia Bacteroidales Rikenellaceae Alistipes unclassified_g__Alistipes

Firmicutes Clostridia Clostridiales L i ied_f__L i _f__Lachnospiraceae

Firmicutes Clostridia Clostridiales . UCG-009 |_bacterium_g__| _UCG-009
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__Mollicutes_RF9 uncultured_bacterium_g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales unclassified_o__Closti unclassified_o__Clostridiales unclassified_o__Clostridiales

Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__Mollicutes_RF9 uncultured_bacterium_g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales Ruminococcaceae Oscillibacter unclassified_g__Oscillibacter

Firmicutes Clostridia Clostridiales Ruminococcaceae  Butyricicoccus unclassified_g__Butyricicoccus

Firmicutes Clostridia Clostridiales unclassified_o__Closti unclassified_o__Clostridiales unclassified_o__Clostridiales

Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ uncultured_rumen_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales i . UCG-014 uncultured_bacterium_g__Ruminococcaceae_UCG-014
Firmicutes Clostridia Clostridiales ridium_5 _organism_g__| i ridium_5

Firmicutes Clostridia Clostridiales Lachnospiraceae Tyzzerella_3 uncultured_bacterium_g__Tyzzerella_3

Firmicutes Clostridia Clostridiales Eubacteriaceae Anaerofustis Anaerofustis_sp._Marseille-P2441

Firmicutes Clostridia Clostridiales i . UCG-013 unclassified_g__Ruminococcaceae_UCG-013

Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus

Firmicutes Clostridia Clostridiales i | f_| ified_f_|

Firmicutes Clostridia Clostridiales _NK4A214_group unclassified_g__Ruminococcaceae_NK4A214_group
Firmicutes Clostridia Clostridiales _UCG-009 unclassified_g__Ruminococcaceae_UCG-009

Firmicutes Clostridia Clostridiales . UCG-013 |_organism_g__| . UCG-013
Actinobacteria  Actinobacteria Coriobacteriales  Coriobacteriaceae  Enterorhabdus uncultured_bacterium_g__Enterorhabdus

Tenericutes Mollicutes Mollicutes_RF9  norank_o__Moll norank_o__Mollicutes_RF9 _g__norank_o__Mollicutes_RF9

Firmicutes Clostridia Clostridiales i . UCG-010 uncultured_organism_g__Ruminococcaceae_UCG-010
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus uncultured_bacterium_g__Anaerotruncus

Firmicutes Clostridia Clostridiales Family_Xill Family_XIl_AD3011_group uncultured_bacterium_g__Family_XIll_AD3011_group
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerofilum |_bacterium_g__Anaerofilum

Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales unclassified_o__Closti unclassified_o__Clostridiales unclassified_o__Clostridiales

Firmicutes Clostridia Clostridiales i | f_| |

Firmicutes Clostridia Clostridiales | f_| f

Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__Mollicutes_RF9 uncultured_bacterium_g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales Eubacteriaceae Eubacterium Eubacterium_limosum

Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__Mollicutes_RF9 uncultured_bacterium_g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerofilum |_bacterium_g__Anaerofilum

Firmicutes Clostridia Clostridiales Clostridiales_vadinBB¢ norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales Lachnospiraceae Coprococcus_1 |_bacterium_g__C 1

Firmicutes Clostridia Clostridiales i . UCG-014 unclassified_g__Ruminococcaceae_UCG-014

Firmicutes Clostridia Clostridiales Ruminococcaceae [Eubacterium]_coprostanoligenes_g unclassified_g__[Eubacterium]_coprostanoligenes_group
Firmicutes Clostridia Clostridiales Clostridiales_vadinBB¢ norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_\ . |_Thermoanaer

Firmicutes Clostridia Clostridiales L i ied_f__L _f_Lachnospiraceae

Firmicutes Clostridia Clostridiales Ruminococcaceae  Oscillospira uncultured_bacterium_g__Oscillospira

Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ unclassified_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ unclassified_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales i . UCG-013 unclassified_g__Ruminococcaceae_UCG-013

Tenericutes Mollicutes Mollicutes_RF9  norank_o__Moll norank_o__Mollicutes_RF9 ied_g__norank_o__Mollicutes_RF9

Firmicutes Clostridia Clostridiales i _UCG-010 unclassified_g__Ruminococcaceae_UCG-010

Firmicutes Clostridia Clostridiales norank_f_| ied_g__norank_f_|

Firmicutes Clostridia Clostridiales ied_f__Rumi |

Firmicutes Clostridia Clostridiales _UCG-010 |_bacterium_g_| _UCG-010
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus uncultured_bacterium_g__Anaerotruncus

Firmicutes Clostridia Ther Ther Gelria uncultured_bacterium_g__Gelria

Firmicutes Clostridia Clostridiales Clostridiales_vadinBB¢ norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales Family_XIll unclassified_f__Family_XIll unclassified_f__Family_XIll

Firmicutes Clostridia Clostridiales Family_XIll [Eubacterium]_brachy_group uncultured_bacterium_g__[Eubacterium]_brachy_group
Firmicutes Clostridia Clostridiales ified_f_| _f__Rumi

Firmicutes Clostridia Clostridiales Ruminococcaceae  Intestinimonas uncultured_bacterium_g__Intestinimonas

Firmicutes Clostridia Clostridiales L ified_f__L _f_L iraceae

Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus

Firmicutes Bacilli L L L i |_bacterium_g__L

Firmicutes Clostridia Clostridiales i . V9D2013_group uncultured_bacterium_g__Ruminococcaceae_V9D2013_group
Firmicutes Erysipelotrichia Erysipelotrichales  Erysipelotrichaceae  norank_f__Erysipelotrichaceae uncultured_Erysipelotrichales_bacterium_g__norank
Firmicutes Clostridia Clostridiales Ruminococcaceae  Papillibacter uncultured_bacterium_g__Papillibacter

Tenericutes Mollicutes Mollicutes_RF9  norank_o__Moll norank_o__Mollicutes_RF9 _g__norank_o__Mollicutes_RF9

I 2 G ia ilale: norank_o__Gastranae norank_o__Gastranaerophilales  uncultured_bacterium_g__norank_o__Gastranaerophilales
Firmicutes Clostridia Clostridiales i . UCG-013 |_bacterium_g__| _UCG-013
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus

Firmicutes Clostridia Clostridiales Ruminococcaceae Anaerotruncus unclassified_g__Anaerotruncus

Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__| _RF9 _g__norank_o__| _RF9

Firmicutes Clostridia Clostridiales ified_f_| _f_ Rumi

Firmicutes Clostridia Clostridiales L | f L i _f__Lachnospiraceae

Firmicutes Clostridia Clostridiales . UCG-014 unclassified_g__Ruminococcaceae_UCG-014

Firmicutes Erysipelotrichia Erysipelotrichales  Erysipelotrichaceae  Dielma unclassified_g__Dielma

Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus

Firmicutes Clostridia Clostridiales i norank_f__| _g__norank_f_|

Firmicutes Clostridia Clostridiales L ified_f__L _f_L iraceae

Actinobacteria  Actinobacteria Coriobacteriales  Coriobacteriaceae  Gordonibacter unclassified_g__Gordonibacter

Pr a P Burkholderial Burkholderia Burkholder holderia ied_g__Burkholder holderia

Firmicutes Clostridia Clostridiales Family_Xill Family_XIl_AD3011_group uncultured_bacterium_g__Family_XIll_AD3011_group
Firmicutes Clostridia Clostridiales ified_f | ied_f__Rumi

Firmicutes Clostridia Clostridiales Clostridiales_vadinBB¢ norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_¢ norank_f__Bacteroidales_S24-7_gro uncultured_bacterium_g__norank_f__Bacteroidales_S24-7_group
Firmicutes Clostridia Clostridiales i ied_f__Rumi ified_f

Firmicutes Clostridia Clostridiales L _f_L iraceae

Firmicutes Clostridia Clostridiales Chri Chr . R-7_group . R-7_group

_bacterium_g__norank_f__Clostridiales_vadinBB60_grt

0TU792
0TU629
0TUB65
0TUS32
0TU671
OTUS6
0TU714
0TU726
0TUu72
0TU702
0TU747
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0TU756
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0TU656
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oTu42
0TU509
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0TU19
0TUS49
0TU677
oTu487
0TU145
0TU667
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0OTU750
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0TU153
0TU409
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0TU34
OTUS17
0TU8s0
0TUS41
0TUB35
0TU136
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0TU168
0TU71
0TU204
0Tu221
0oTu788
0TU20
0TUS82
0TUB34
0oTu832
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Firmicutes Clostridia Clostridiales Ruminococcaceae  [Eubacterium]_coprostanoligenes_g uncultured_bacterium_g__[Eubacterium]_coprostanoligenes_group
Firmicutes Erysipelotrichia Erysipelotrichales  Erysipelotrichaceae  Erysipelatoclostridium Clostridiales_bacterium_CHKCI006
Firmicutes Clostridia Clostridiales i ied_f__| ified_f_|
Firmicutes Clostridia Clostridiales . UCG-013 uncultured_Clostridiaceae_bacterium_g__Ruminococcaceae_UCG-013
Firmicutes Clostridia Clostridiales Chri Chr . R-7_group human_gut_metagenome_g__Christensenellaceae_R-7_group
Firmicutes Clostridia Clostridiales F i ium |_bacterium_g__F jum
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus
Firmicutes Erysipelotrichia Erysipelotrichales  Erysipelotrichaceae  Turicibacter |_bacterium_g__Turici
Firmicutes Clostridia Clostridiales i i unclassified_g__Subdoligranulum
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus uncultured_Clostridiaceae_bacterium_g__Anaerotruncus
Firmicutes Clostridia Clostridiales Family_Xill unclassified_f__Family_XIII unclassified_f__Family_XIll
Firmicutes Clostridia Clostridiales i :_UCG-014 unidentified_rumen_bacterium_Jw32
Firmicutes Clostridia Clostridiales Ruminococcaceae  Papillibacter unclassified_g__Papillibacter
Firmicutes Clostridia Clostridiales ified_f_ | ied_f i
Firmicutes Clostridia Clostridiales Peptococcaceae norank_f__Peptococcaceae uncultured_bacterium_g__norank_f__Peptococcaceae
Firmicutes Bacilli L L L i Lactobacillus_ingluviei
Firmicutes Clostridia Clostridiales Ruminococcaceae  [Eubacterium]_coprostanoligenes_g unclassified_g__[Eubacterium]_coprostanoligenes_group
Firmicutes Clostridia Clostridiales unclassified_o__Closti unclassified_o__Clostridiales unclassified_o__Clostridiales
Firmicutes Clostridia Clostridiales Ruminococcaceae  [Eubacterium]_coprostanoligenes_g unclassified_g__[Eubacterium]_coprostanoligenes_group
Firmicutes Clostridia Clostridiales Peptococcaceae norank_f_| ied_g__norank_f_|
Firmicutes Clostridia Clostridiales i . UCG-013 uncultured_bacterium_g__Ruminococcaceae_UCG-013
Pr ia  Gammapr ia  Enter jales Enter jaceae  Proteus Proteus_mirabilis
Firmicutes Clostridia Clostridiales i norank_f__| _g__norank_f_|
Firmicutes Clostridia Clostridiales Lachnospiraceae Tyzzerella_3 unclassified_g__ Tyzzerella_3
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_¢ norank_f__Bacteroidales_S24-7_gro uncultured_bacterium_g__norank_f__Bacteroidales_$24-7_group
Firmicutes Clostridia Clostridiales ified_f_| _f_ Rumi
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus
Firmicutes Clostridia Clostridiales L ified_f__L ied_f__L iraceae
Firmicutes Clostridia Clostridiales Ruminococcaceae  Caproiciproducens unclassified_g__Caproiciproducens
Firmicutes Clostridia Clostridiales Ruminococcaceae  Butyricicoccus unclassified_g__Butyricicoccus
Pr ia ia Burkholderial o Herminii uncultured_bacterium_g__Herminiimonas
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Moll norank_o__Mollicutes_RF9 _g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales i . UCG-013 unclassified_g__Ruminococcaceae_UCG-013
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__Mollicutes_RF9 gut_metagenome_g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales Peptococcaceae norank_f__Peptococcaceae uncultured_bacterium_g__norank_f__Peptococcaceae
Firmicutes Clostridia Clostridiales i ridium unclassified_g__Ruminiclostridium
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_g norank_f__Bacteroidales_S24-7_gro unclassified_g__norank_f__Bacteroidales_S24-7_group
Firmicutes Clostridia Clostridiales i . UCG-014 unclassified_g__Ruminococcaceae_UCG-014
Firmicutes Clostridia Clostridiales Peptococcaceae norank_f__Peptococcaceae uncultured_bacterium_g__norank_f__Peptococcaceae
Firmicutes Clostridia Clostridiales L ified_f__L _f_L iraceae
Firmicutes Clostridia Clostridiales L i ied_f__| _f_Lachnospiraceae
Firmicutes Clostridia Clostridiales L ified_f__L _f_L iraceae
Firmicutes Clostridia Clostridiales i ._UCG-005 uncultured_Clostridiales_bacterium_g__Ruminococcaceae_UCG-005
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Moll norank_o__Mollicutes_RF9 |_bacterium_g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales Ruminococcaceae  [Eubacterium]_coprostanoligenes_g unclassified_g__[Eubacterium]_coprostanoligenes_group
Firmicutes Clostridia Clostridiales Lachnospiraceae Coprococcus_1 unclassified_g__Coprococcus_1
Firmicutes Clostridia Clostridiales L i ied_f__L _f__Lachnospiraceae
Firmicutes Clostridia Clostridiales | _f__Rumi
Firmicutes Clostridia Clostridiales Chri Chr . R-7_group uncultured_organism_g__Christensenellaceae_R-7_group
Bacteroidetes  Bacteroidia Bacteroidales Porphyromonadaceae Odoribacter uncultured_bacterium_g__Odoribacter
Firmicutes Clostridia Clostridiales Clostridiales_vadinBB¢ norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales L ified_f__L _f_L iraceae
Firmicutes Bacilli Lactobacillales Enterococcaceae Enterococcus unclassified_g__Enterococcus
Bacteroidetes  Bacteroidia Bacteroidales Prevotellaceae Alloprevotella gut_metagenome_g__Alloprevotella
Firmicutes Clostridia Clostridiales i ied_f__| ified_f_|

i ia i ia i fal ia i jum Bifidobacterium_pseudolongum_PV8-2
Firmicutes Clostridia Clostridiales Chri norank_f__Chri: _g__norank_f__Christensenellaceae
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Moll norank_o__Mollicutes_RF9 _g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales i norank_f__| _g__norank_f_|
Firmicutes Clostridia Clostridiales F i ium |_bacterium_g_F ium
Firmicutes Clostridia Clostridiales | f_| |
Firmicutes Clostridia Clostridiales Peptococcaceae norank_f__Peptococcaceae uncultured_bacterium_g__norank_f__Peptococcaceae
Firmicutes Clostridia Clostridiales i ied_f__Rumi ified_f_|
Firmicutes Clostridia Clostridiales Candidatus_Soleafer |_bacterium_g__Candidatus_Soleaferrea
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus uncultured_bacterium_g__Anaerotruncus
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__Mollicutes_RF9 uncultured_bacterium_g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales Eubacteriaceae Anaerofustis |_bacterium_g__Anaerofusti
Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ unclassified_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales Peptococcaceae norank_f__Peptococcaceae uncultured_bacterium_g__norank_f__Peptococcaceae
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus
Bacteroidetes  Bacteroidia Bacteroidales Rikenellaceae Rikenellaceae_RC9_gut_group unclassified_g__Rikenellaceae_RC9_gut_group
Firmicutes Clostridia Clostridiales i ._UCG-005 unclassified_g__Ruminococcaceae_UCG-005
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Moll norank_o__Mollicutes_RF9 |_Erysipelotrichaceae_bacterium_g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales Clostridiaceae_1 Candidatus_Arthromitus Candidatus_Arthromitus_sp._SFB-mouse-Japan
Firmicutes Clostridia Clostridiales unclassified_g__Subdoligranulum
Firmicutes Clostridia Clostridiales norank_f__| _g__norank_f_|
Firmicutes Clostridia Clostridiales | f_| _f__Rumi
Firmicutes Clostridia Clostridiales | f_| |
Firmicutes Clostridia Clostridiales ridium_5 unclassified_g__Ruminiclostridium_5
Firmicutes Phascolarctobacterium uncultured_organism_g__Phascolarctobacterium
Firmicutes Clostridia Clostridiales Chr _R-7_group _g__Chri ._R-7_group
Firmicutes Clostridia Clostridiales Peptococcaceae P _g__norank_f_P
Firmicutes Clostridia Clostridiales _UCG-010 |_bacterium_g_| _UCG-010
Firmicutes Clostridia Clostridiales . UCG-013 unclassified_g__Ruminococcaceae_UCG-013
Firmicutes Clostridia Clostridiales ridium_5 unclassified_g__Ruminiclostridium_5
Firmicutes Clostridia Clostridiales L i ied_f__L _f__Lachnospiraceae
Firmicutes Clostridia Clostridiales i . UCG-013 unclassified_g__Ruminococcaceae_UCG-013
Firmicutes Clostridia Clostridiales Ruminococcaceae  Ruminococcus_1 uncultured_organism_g__Ruminococcus_1
Firmicutes Clostridia Clostridiales | ied_f_|
Firmicutes Clostridia Clostridiales Chri ied_f__Chri _f__Chr
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Moll norank_o__Mollicutes_RF9 _g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales i Candidatus_Soleaferrea uncultured_bacterium_g__Candidatus_Soleaferrea

ified_k__r ified_k__norank _k__nol _k__noran ified_k__norank unclassified_k__norank

Firmicutes Clostridia Clostridiales | f_| |
Firmicutes Clostridia Clostridiales Peptococcaceae norank_f__| _g__norank_f__}
Firmicutes Clostridia Clostridiales L i ied_f__L _f__Lachnospiraceae
Firmicutes Clostridia Clostridiales Ruminococcaceae [Eubacterium]_coprostanoligenes_g unclassified_g__[Eubacterium]_coprostanoligenes_group
Firmicutes Clostridia Clostridiales i . UCG-013 uncultured_Clostridiaceae_bacterium_g__Ruminococcaceae_UCG-013
Firmicutes Clostridia Clostridiales F i ium unclassified_g__Faecalibacterium
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_g norank_f__Bacteroidales_S24-7_gro uncultured_Bacteroidales_bacterium_g__norank_f__Bacteroidales_$24-7_group
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Moll norank_o__Mollicutes_RF9 _g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales Chri Chr _group  uncultured_organism_g__Christensenellaceae_R-7_group
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus
Firmicutes Clostridia Clostridiales i . UCG-013 uncultured_bacterium_g__Ruminococcaceae_UCG-013
Firmicutes Clostridia Clostridiales _NK4A214_group unclassified_g_ Ruminococcaceae_NK4A214_group
Firmicutes Clostridia Clostridiales Chri Chr . R-7_group _g__Chr . R-7_group
Firmicutes Bacilli Bacillales Staphylococcaceae  Staphylococcus Staphylococcus_warneri
Firmicutes Bacilli Bacillales Staphylococcaceae  Staphylococcus . lentus_g__
Firmicutes Clostridia Clostridiales ified_f_| _f_ Rumi
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__| _RF9 _g__norank_o__| _RF9
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Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus uncultured_bacterium_g__Anaerotruncus

i ia i ia Micr Intraspor Terrabacter uncultured_bacterium_g__Terrabacter
Firmicutes Clostridia Clostridiales i ied_f__| ified_f_|
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_¢ norank_f__Bacteroidales_S24-7_gro uncultured_bacterium_g__norank_f__Bacteroidales_S24-7_group
Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ unclassified_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales i ridium |_bacterium_g_| i idium
Firmicutes Clostridia Clostridiales Chri Chr . R-7_group _g_ Chr . R-7_group
Cyanobacteria  Cyanobacteria norank_c__Cyanob norank_c__Cyanobact norank_c__C ia _g__norank_c__C ia
Bacteroidetes  Bacteroidia Bacteroidales Prevotellaceae Prevotellaceae_UCG-001 uncultured_Bacteroidales_bacterium_g__Prevotellaceae_UCG-001
Firmicutes Bacilli L L L i unclassified_g__Lactobacillus
Firmicutes Clostridia Clostridiales i idium_9 Clostridiales_bacterium_NK3B98_g__Ruminiclostridium_9
Firmicutes Clostridia Clostridiales . UCG-013 |_bacterium_g__| _UCG-013
Bacteroidetes  Bacteroidia Bacteroidales Rikenellaceae Alistipes gut_metagenome_g__Alistipes
Firmicutes Clostridia _c_Clo _c_ Clostr . Clostridia unclassified_c__Clostridia
Firmicutes Clostridia Clostridiales Chri norank_f__Chri: _g__norank_f__Christensenellaceae
Firmicutes Clostridia Clostridiales L ified_f__L _f_L iraceae
Bacteroidetes  Bacteroidia Bacteroidales Prevotellaceae Paraprevotella unclassified_g__Paraprevotella
Firmicutes Clostridia Clostridiales Peptococcaceae norank_f__| _g__norank_f__}
Firmicutes Clostridia Clostridiales Lachnospiraceae Lachnospiraceae_NK4A136_group  unclassified_g__Lachnospiraceae_NK4A136_group
Firmicutes Clostridia Clostridiales Family_XIll [Eubacterium]_brachy_group uncultured_bacterium_g__[Eubacterium]_brachy_group
Firmicutes Clostridia Clostridiales L i ied_f__L i _f__Lachnospiraceae
Firmicutes Clostridia Clostridiales i _UCG-005 uncultured_bacterium_adhufec311
Firmicutes Clostridia Clostridiales _UCG-009 uncultured_bacterium_g__Ruminococcaceae_UCG-009
Firmicutes Clostridia Clostridiales ridium_1 unclassified_g__Ruminiclostridium_1
Actinobacteria  Actinobacteria Micrococcales Micrococcaceae Pseudarthrobacter unclassified_g__Pseudarthrobacter
Firmicutes Clostridia Clostridiales i _UCG-010 unclassified_g__Ruminococcaceae_UCG-010
Firmicutes Clostridia Clostridiales Clostridiaceae_1 Clostridium_sensu_stricto_1 uncultured_bacterium_g__Clostridium_sensu_stricto_1
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus uncultured_bacterium_g__Anaerotruncus
Firmicutes Clostridia Clostridiales i . UCG-014 unclassified_g__Ruminococcaceae_UCG-014
Firmicutes Erysipelotrichia Erysipelotrichales  Erysipelotrichaceae  Faecalibaculum |_bacterium_g_F
Firmicutes Clostridia Clostridiales i | f_| |
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus
Actinobacteria  Actinobacteria Coriobacteriales  Coriobacteriaceae  Coriobacteriaceae_UCG-002 uncultured_bacterium_g__Coriobacteriaceae_UCG-002
Firmicutes Clostridia Clostridiales Chr Chri _R-7_group _g__Chri ._R-7_group
Firmicutes Clostridia Clostridiales i . UCG-010 uncultured_bacterium_g__Ruminococcaceae_UCG-010
Firmicutes Clostridia Clostridiales Chr norank_f__Chr |_bacterium_g__norank_f__Christensenellaceae
Firmicutes Clostridia Clostridiales Chri Chr . R-7_group uncultured_bacterium_g__Christensenellaceae_R-7_group
Actinobacteria  Actinobacteria Coriobacteriales  Coriobacteriaceae unclassified_f _Coriobacteriaceae unclassified_f__Coriobacteriaceae
Firmicutes Clostridia Clostridiales i | f_| |
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_¢ norank_f__Bacteroidales_S24-7_gro uncultured_bacterium_g__norank_f__Bacteroidales_S24-7_group
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus
Firmicutes Clostridia Clostridiales i . UCG-013 uncultured_Clostridiales_bacterium_g__Ruminococcaceae_UCG-013
Firmicutes Clostridia Clostridiales . UCG-010 uncultured_organism_g__Ruminococcaceae_UCG-010
Saccharibacteria Unknown_Class_p__Sacc Unknown_Order_c_ Unknown_Family_o__ Candidatus_Saccharimonas uncultured_bacterium_g__Candidatus_Saccharimonas
Firmicutes Clostridia Clostridiales L i ied_f__L _f__Lachnospiraceae
Chloroflexi KD4-96 norank_c__KD4-96 norank_c__KD4-96  norank_c__KD4-96 unclassified_g__norank_c__KD4-96
Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ unclassified_g__norank_f__Clostridiales_vadinBB60_group
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Moll norank_o__Mollicutes_RF9 _g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales i ied_f__Rumi |
Pr ia  Alphap ia K _bacterium_g__
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__| _RF9 _g__norank_o__| _RF9
Firmicutes Erysipelotrichia Erysipelotrichales  Erysipelotrichaceae  Turicibacter |_bacterium_g__Turici
Firmicutes Clostridia Clostridiales Lachnospiraceae Coprococcus_1 intestinal_bacterium_CG19-1
Firmicutes Clostridia Clostridiales Peptococcaceae norank_f__| _g__norank_f__}
Firmicutes Clostridia Clostridiales Peptococcaceae norank_f__P _g__norank_f_P
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidaceae Bacteroides Bacteroides_acidifaciens
Firmicutes Clostridia Clostridiales i ied_f__| |
Firmicutes Clostridia Clostridiales Lachnospiraceae Butyrivibrio uncultured_organism_g__Butyrivibrio
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__Mollicutes_RF9 uncultured_bacterium_g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales L ified_f__L _f_L iraceae
Pr ia ia izobi Bradyr Bradyrhizobium Bradyrhizobium_elkanii
Chloroflexi c Chlorof i uncultured_bacterium_g__Roseiflexus
Pre ia ia izobi aceae  norank_f_) aceae uncultured_bacterium_g__norank_f__Xanthobacteraceae
Firmicut |_p__Firmicut _p__Fir _p__Firmit |_p__Firmicutes unclassified_p__Firmicutes
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus uncultured_Clostridiales_bacterium_g__Anaerotruncus
Firmicutes Clostridia Clostridiales i t bacterium _bacterium_Marseille-P2399
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_¢ norank_f__Bacteroidales_S24-7_gro uncultured_bacterium_g__norank_f__Bacteroidales_S24-7_group
Bacteroidetes  Bacteroidia Bacteroidales Prevotellaceae Prevotellaceae_NK3B31_group uncultured_bacterium_g__Prevotellaceae_NK3B31_group
Pr a P ia Burkholderial Burkholderia Ralstonia unidentified_marine_bacterioplankton_g__Ralstonia
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__Mollicutes_RF9 uncultured_Erysipelotrichia_bacterium_g__norank
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus
Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales Chr _f__Chr i_f__Chri:
Firmicutes Clostridia Clostridiales Lachnospiraceae Tyzzerella unclassified_g__ Tyzzerella

i ia i ia i fal i ia i jum Bifidobacterium_pseudocatenulatum_DSM_20438__JCM_1200__LMG_10505
Firmicutes Clostridia Clostridiales Clostridiales_vadinBB¢ norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidaceae Bacteroides Bacteroides_sartorii
Firmicutes Clostridia Clostridiales i idium_5 unclassified_g__Ruminiclostridium_5
Firmicutes Clostridia Clostridiales Chr norank_f__Chr |_bacterium_g__norank_f__Christensenellaceae
Firmicutes Clostridia Clostridiales Ruminococcaceae  [Eubacterium]_coprostanoligenes_g unclassified_g__[Eubacterium]_coprostanoligenes_group
Firmicutes Clostridia Clostridiales i . UCG-013 unclassified_g__Ruminococcaceae_UCG-013
Chloroflexi c i Chloroflexal uncultured_bacterium_g__Roseiflexus
Firmicutes Clostridia Clostridiales | _f_ Rumi
Firmicutes Bacilli L i L i L Lactobacillus_saerimneri
Firmicutes Clostridia Clostridiales Ruminococcaceae  Ruminococcus_1 |_organism_g__Rumii 1
Deferribacteres Deferribacteres Deferribacterales  Deferribacteraceae  Mucispirillum uncultured_bacterium_g__Mucispirillum
Chloroflexi c Chlorof i uncultured_bacterium_g__Roseiflexus
Actinobacteria  Actinobacteria Solirubrobacterales Solirubrobacteraceae Solirubrobacter uncultured_bacterium_g__Solirubrobacter
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__Mollicutes_RF9 uncultured_bacterium_g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales i ridium_5 |_bacterium_g__| idium_5
Firmicutes Clostridia Clostridiales . UCG-013 unclassified_g__Ruminococcaceae_UCG-013
Firmicutes Clostridia Clostridiales Peptococcaceae norank_f__Peptococcaceae uncultured_bacterium_g__norank_f__Peptococcaceae

i ia i ia __SuRB41 unclassified_g__RB41

ia ia iales Nocardi Marmoricola uncultured_bacterium_g__Marmoricola
Firmicutes Clostridia Clostridiales i ied_f__| |
Firmicutes Clostridia Clostridiales ridium_9 unclassified_g__Ruminiclostridium_9
ia ia Str unclassified_g__Streptomyces

Pr ia  Deltapr ia D jonales Di jonaceae D unclassified_g__Desulfovibrio
Firmicutes Clostridia Clostridiales L i ied_f__L _f_Lachnospiraceae
Firmicutes Clostridia Clostridiales Syntr y unclassified_g__Syntrophomonas
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_¢ norank_f__Bacteroidales_S24-7_gro uncultured_bacterium_g__norank_f__Bacteroidales_$24-7_group
Firmicutes Clostridia Clostridiales b p idium Peptoclostridium_difficile_g__Peptoclostridium
Firmicutes Erysipelotrichia Erysipelotrichales  Erysipelotrichaceae  [Clostridium]_innocuum_group uncultured_bacterium_g__[Clostridium]_innocuum_group
Firmicutes Clostridia Clostridiales i . UCG-009 |_bacterium_g__| _UCG-009
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus
Firmicutes Clostridia Clostridiales i ridium _organism_g__| i ridium
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_g norank_f__Bacteroidales_S24-7_gro uncultured_bacterium_g__norank_f__Bacteroidales_$24-7_group
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_¢ norank_f__Bacteroidales_S24-7_gro uncultured_bacterium_g__norank_f__Bacteroidales_S24-7_group
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_ norank_f__Bacteroidales_S24-7_gro uncultured_bacterium_g__norank_f__Bacteroidales_$24-7_group
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Firmicutes Clostridia Clostridiales Candidatus_Soleaferrea _bacterium_GD6
Firmicutes Clostridia Clostridiales ified_f_| f
Firmicutes Clostridia Clostridiales _UCG-009 uncultured_bacterium_g__Ruminococcaceae_UCG-009
Firmicutes Clostridia Clostridiales _f__Rumi
Firmicutes Clostridia Clostridiales Chri norank_f__Chri: uncultured_bacterium_g__norank_f__Christensenellaceae
Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_g norank_f__Bacteroidales_S24-7_gro unclassified_g__norank_f__Bacteroidales_S24-7_group
i ia i ia Ther i Actinomadura_hallensis
Firmicutes Clostridia Clostridiales i idium_5 unclassified_g__Ruminiclostridium_5
i ia i ia Corynebacterial ia ium unclassified_g__Mycobacterium
Firmicutes Clostridia Clostridiales Ruminococcaceae  Ruminococcus_1 unclassified_g__Ruminococcus_1
Bacteroidetes  Bacteroidia Bacteroidales Rikenellaceae Alistipes Alistipes_sp._CHKCI003
Firmicutes Clostridia Clostridiales i . UCG-010 unclassified_g__Ruminococcaceae_UCG-010
Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_\ . |_prokaryote_g__norank_f__Clostridiales_vadinBB60_group
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_¢ norank_f__Bacteroidales_S24-7_gro uncultured_bacterium_g__norank_f__Bacteroidales_$24-7_group
Verrucomicrobia Spartobacteria Chthoniobacterales DA101_soil_group ~ norank_f__DA101_soil_group uncultured_Prosthecobacter_sp._g__norank_f__DA101_soil_group
e 2 G ia ilale: norank_o__Gastranae norank_o__( i _g__norank_o__ i
Pr ia  Epsilonpr a G Heli a b Helicobacter_ganmani
Firmicutes Clostridia Clostridiales _UCG-007 unclassified_g__Ruminococcaceae_UCG-007
Pr ia  Alphap ia antl aceae  Variibacter uncultured_forest_soil_bacterium_g__Variibacter
Firmicutes Clostridia Clostridiales i idium_5 uncultured_organism_g__Ruminiclostridium_5
Gemmatimonade Gemmat i Gemmatimonas uncultured_soil_bacterium_g__Gemmatimonas
ia ia ales Nocardioi Kribbella uncultured_bacterium_g__Kribbella
ia ia dia _bacterium_g__|
Firmicutes Clostridia Clostridiales L i ied_f__| _f__Lachnospiraceae
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus
Actinobacteria  Actinobacteria Coriobacteriales  Coriobacteriaceae  Gordonibacter unclassified_g__Gordonibacter
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus
ied_k__t _k__norank _k__nol _k__noran ied_k__norank unclassified_k__norank
Pr ia  Alphap ia antl aceae  Variibacter uncultured_forest_soil_bacterium_g__Variibacter
ia ia Micr ales Micr aceae Longispora uncultured_bacterium_g__Longispora
ia ia Franki idothermacea Acidothermus Thermomonosporaceae_bacterium_YE4-D4-16-CH2
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__| _RF9 _g__norank_o__| _RF9
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidaceae Bacteroides unclassified_g__Bacteroides
Firmicutes Clostridia Clostridiales i | f_| f
Firmicutes Clostridia Clostridiales Chr ified_f__Chr _f__Chri:
Firmicutes Clostridia Clostridiales i . UCG-010 uncultured_bacterium_g__Ruminococcaceae_UCG-010
Bacteroidetes  Bacteroidia Bacteroidales Rikenellaceae Rikenella uncultured_bacterium_g__Rikenella
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_¢ norank_f__Bacteroidales_S24-7_gro uncultured_bacterium_g__norank_f__Bacteroidales_$24-7_group
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_¢ norank_f__Bacteroidales_S24-7_gro unclassified_g__norank_f__Bacteroidales_S24-7_group
ia ia Micr ales Micr aceae ied_f__Micr ace: _f_Mic
Actinobacteria  Actinobacteria Gaiellales Gaiellaceae Gaiella uncultured_bacterium_g__Gaiella
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_g norank_f__Bacteroidales_S24-7_gro uncultured_Bacteroidales_bacterium_g__norank_f__Bacteroidales_$24-7_group
i ia i ia i iales Nocardi _bacterium_g__Nocardioid
Actinobacteria  Actinobacteria norank_c__Actinob norank_c__Actinobact norank_c__Actinobacteria uncultured_bacterium_g__norank_c__Actinobacteria
Firmicutes Clostridia Clostridiales | _f__Rumi
Pr ia ia izobi iaceae Meganema_perideroedes
Firmicutes Clostridia Clostridiales | ied_f_|
Pr ia ia Burkholderial Parasutterella Sutterellaceae_bacterium_YL45
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_¢ norank_f__Bacteroidales_S24-7_gro unclassified_g__norank_f__Bacteroidales_S24-7_group
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_g norank_f__Bacteroidales_S24-7_gro uncultured_Bacteroidales_bacterium_g__norank_f__Bacteroidales_S24-7_group
Chloroflexi i naerolineal naer norank_f__Anaer | _g__norank_f__Anaerolineaceae
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_g norank_f__Bacteroidales_S24-7_gro uncultured_bacterium_g__norank_f__Bacteroidales_$24-7_group
Chloroflexi c Chlorof i uncultured_bacterium_g__Roseiflexus
Firmicutes Clostridia Clostridiales L i L idium unclassified_g__Lachnoclostridium
Chloroflexi c Chlorof uncultured_bacterium_g__Roseiflexus
Actinobacteria  Actinobacteria Corynebacteriales Nocardiaceae Rhodococcus Rhodococcus_erythropolis
Pr fa  Gammapr a unclassified_g__Acinetobacter
Firmicutes Clostridia Clostridiales Clostridiaceae_1 Clostridium_sensu_stricto_1 unclassified_g__Clostridium_sensu_stricto_1
Firmicutes Clostridia Clostridiales Chr Chri _R-7_group |_Clostridiaceae_bacterium_g__Christensenellaceae_R-7_group
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus
Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_\ . |_prokaryote_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales i Candidatus_Soleaferrea _bacterium_Marseille-P2935
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Moll norank_o__Mollicutes_RF9 |_bacterium_g__norank_o__Mollicutes_RFS
Firmicutes |_p__Firmicut ified_p__Fir ified_p__Firmi |_p__Firmicutes unclassified_p__Firmicutes
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_¢ norank_f__Bacteroidales_S24-7_gro uncultured_bacterium_g__norank_f__Bacteroidales_S24-7_group
Bacteroidetes  Bacteroidia Bacteroidales Rikenellaceae Alistipes uncultured_bacterium_g__Alistipes
i ia i ia lir lir ae Solirubr _bacterium_g__Solir
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_g norank_f__Bacteroidales_S24-7_gro uncultured_bacterium_g__norank_f__Bacteroidales_$24-7_group
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidaceae Bacteroides unclassified_g__Bacteroides
Chioroflexi c i Chloroflexal i uncultured_bacterium_g__Roseiflexus
Acidobacteria  Acidobacteria norank_c__Acidobz norank_c__ norank_c__Aci ia N jales_bacterium_g__norank_c__Acidobacteria
Pr ia  Epsilonpr ia G C Arcobacter unclassified_g__Arcobacter
Gemmatimonade Gemmat il Gemmatimonas unclassified_g__Gemmatimonas
Pr ia ia | f_| f_M
Pr ia  Alphap ia a unclassified_g__Pannonibacter
Pr ia  Epsilonpr a ¢ H aceae  Hi Helicobacter_hepaticus
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Moll norank_o__Mollicutes_RF9 _g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales i i i |
Firmicutes Clostridia Clostridiales Chr norank_f_( |_bacterium_g__norank_f__Christensenellaceae
Firmicutes Clostridia Clostridiales i ied_f__| f
Firmicutes Clostridia Clostridiales ridium |_bacterium_g__| i idium
Bacteroidetes  Bacteroidia Bacteroidales Porphyromonadaceae Parabacteroides uncultured_organism_g__Parabacteroides
Bacteroidetes  Bacteroidia Bacteroidales Rikenellaceae Alistipes uncultured_bacterium_g__Alistipes
Actinobacteria  Actinobacteria Acidimicrobiales  norank_o__Acidimicrc norank_o__Acidimicrobiales uncultured_Acidimicrobiales_bacterium_g__norank
Chloroflexi 5085 norank_c__S085  norank_c__S085 norank_c__S085 uncultured_Chloroflexi_bacterium_g__norank_c__S085
Pr ia ia  Rhodospirillal norank_f__/ uncultured_bacterium_g__norank_f__Acetobacteraceae
Chloroflexi TK10 norank_c_ TK10  norank_c__TK10 norank_c__TK10 unclassified_g__norank_c__TK10
Actinobacteria  Actinobacteria Micrococcales Brevibacteriaceae  Brevibacterium unclassified_g__Brevibacterium
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_¢ norank_f__Bacteroidales_S24-7_gro uncultured_organism_g__norank_f__Bacteroidales_S24-7_group
Firmicutes Erysipelotrichia Erysipelotrichales  Erysipelotrichaceae  Erysipelatoclostridium uncultured_bacterium_g__Erysipelatoclostridium
Pr ia p ia Nitr Nitr norank_f__Nitr _g__norank_f__Nitr
Firmicutes Clostridia Clostridiales i . UCG-014 uncultured_Firmicutes_bacterium_g__Ruminococcaceae_UCG-014
Firmicutes Clostridia Clostridiales _UCG-010 unclassified_g__Ruminococcaceae_UCG-010
Tenericutes Mollicutes norank_f__| _g__norank_f_|
Firmicutes Clostridia Clostridiales Chr Chri _R-7_group _g__Chri ._R-7_group
Bacteroidetes Bacteroidia Bacteroidales Bacteroidaceae Bacteroides Bacteroides_caccae
F iia F fal F ia Cloaci ium |_bacterium_g__C jum
Firmicutes Clostridia Clostridiales . UCG-010 uncultured_bacterium_g__Ruminococcaceae_UCG-010
Pr ia  Gammapr a Acinetobacter_guillouiae
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_g norank_f__Bacteroidales_S24-7_gro uncultured_bacterium_g__norank_f__Bacteroidales_$24-7_group
i ia i ia idimicrobial idimicrobia CL500-29_marine_group uncultured_bacterium_g__CL500-29_marine_group
ia ia jale: iaceae_S norank_f_ iaceae_Suby uncultured_bacterium_g__norank_f__Acidobacteriaceae__Subgroup_1_
Pr ia phap! a Rhodospirillal Rhodospirilla norank_f__Rhodospirilla i_g__norank_f__Rhodospirillat
ia ia i ales Nocardioi ied_f__Nocar _f_Nocardi
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidaceae Bacteroides Bacteroides_stercoris_ATCC_43183
Chloroflexi c i Chloroflexal i uncultured_bacterium_g__Roseiflexus
Chloroflexi aerolineal \aer norank_f__Anaerolineaceae Chloroflexi_bacterium_OLB13
ia ia iales Nocardioi Nocardioides unclassified_g__Nocardioides
Chloroflexi Thermomicrobia 1G30-KF-CM45 norank_o__JG30-KF-C norank_o__JG30-KF-CM45 unclassified_g__norank_o__JG30-KF-CM45
Chloroflexi Gitt-GS-136 norank_c__Gitt-GS- norank_c__Gitt-GS-13 norank_c__Gitt-GS-136 uncultured_bacterium_g__norank_c__Gitt-GS-136
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Actinobacteria  Actinobacteria Acidimicrobiales  lamiaceae lamia uncultured_bacterium_g__lamia
il ia il ia Franki: Geoder il _| _Sp._g__|
ia ia iales Nocardioi Nocardioides uncultured_organism_g__Nocardioides
Gemmatimonade Gemmat i norank_f__( |_Gemmat _bacterium_g__norank_f__Gemmatimonadaceae
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus uncultured_bacterium_g__Anaerotruncus
Firmicutes Clostridia Clostridiales Lachnospiraceae Coprococcus_1 unclassified_g__Coprococcus_1
Firmicutes Clostridia Clostridiales i Candidatus_Soleaferrea Candidatus_Soleaferrea_massiliensis
Cyanobacteria  Cyanobacteria norank_c__Cyanob norank_c__Cyanobact norank_c__C ia _g__norank_c__C ia
Firmicutes Clostridia Clostridiales i _UCG-010 unclassified_g__Ruminococcaceae_UCG-010
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_¢ norank_f__Bacteroidales_S24-7_gro unclassified_g__norank_f__Bacteroidales_S24-7_group
Firmicutes Clostridia Clostridiales i . UCG-010 uncultured_bacterium_g__Ruminococcaceae_UCG-010
Pr ia  Deltapr ia D ionales Di ionaceae D |_bacterium_g__D o
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_¢ norank_f__Bacteroidales_S24-7_gro uncultured_bacterium_g__norank_f__Bacteroidales_$24-7_group
Pr ia P ia Burkholderial C L C f_C
Firmicutes Bacilli Bacillales i | f_| f
Firmicutes Bacilli Bacillales Bacillaceae Bacillus Bacillus_anthracis_g__Bacillus
Pra ia ia i i ia norank_f__Mitochondria Brassica_nigra__black_mustard_
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus Anaerotruncus_sp._G3_2012_

Verrucomicrobia

Spartobacteria

Chthoniobacterales

DA101_soil_group  norank_f__DA101_soil_group
norank_o__Acidimicrc norank_o__Acidimicrobiales

uncultured_Spartobacteria_bacterium_g__norank
uncultured_bacterium_g__norank_o__Acidimicrobiales

Chioroflexi naerolineal naeroli norank_f__Anaer _g__norank_f__Anaer

i ia ia dia unclassified_g__Pseudonocardia

ia ia __SuRB41 uncultured_Acidobacteria_bacterium_g__RB41

Actinobacteria  Actinobacteria Gaiellales norank_o__Gaiellales norank_o__Gaiellales uncultured_bacterium_g__norank_o__Gaiellales
Chioroflexi c i Chloroflexal i uncultured_bacterium_g__Roseiflexus
Chloroflexi c Chlorof uncultured_bacterium_g__Roseiflexus

i ia i ia __SuRB41 unclassified_g__RB41

ia ia libacter libacteraceae__Sub B) I ium_sp._g__B

Nitrospirae Nitrospira norank_c__Nitrospi norank_c__Nitrospira Nitrospira unclassified_g__Nitrospira

i ia i ia idimicrobial idimicrobiales_Incel Candidatus_Microthrix uncultured_bacterium_g__Candidatus_Microthrix
Chioroflexi naerolineal naeroli norank_f__Anaer _g__norank_f__Anaer
Firmicutes Clostridia Clostridiales Lachnospiraceae norank_f__L L _bacterium_A2
Actinobacteria  Actinobacteria Solirubrobacterales Gsoil-1167 norank_f__Gsoil-1167 uncultured_bacterium_g__norank_f__Gsoil-1167
Pr ia  Alphap ia Bradyrhizobi Bosea unclassified_g__Bosea
Chloroflexi Ktedonobacteria 1G30-KF-AS9 norank_o__JG30-KF-A norank_o__JG30-KF-AS9 uncultured_bacterium_g__norank_o__JG30-KF-AS9
Gemmatimonade Gemmat il il Gemmatimonas unclassified_g__Gemmatimonas
Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ unclassified_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales L ified_f__L _f_L iraceae
Firmicutes Clostridia Clostridiales i | f_| |
Firmicutes Clostridia Clostridiales | f
Firmicutes Clostridia Clostridiales ._UCG-005 unclassified_g__Ruminococcaceae_UCG-005
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus
Firmicutes Clostridia Clostridiales Clostridiaceae_1 Clostridium_sensu_stricto_1 human_gut_metagenome_g__Clostridium_sensu_stricto_1
Firmicutes Clostridia Clostridiales Chr Chri _R-7_group ied_g__ Chri ._R-7_group
Bacteroidetes  Bacteroidia Bacteroidales Porphyromonadaceae Odoribacter uncultured_bacterium_g__Odoribacter
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_¢ norank_f__Bacteroidales_S24-7_gro uncultured_bacterium_g__norank_f__Bacteroidales_S24-7_group

Acidobacteria
Gemmatimonade
Acidobacteria
Proteobacteria
Planctomycetes
Actinobacteria
Acidobacteria
Actinobacteria

Acidobacteria

norank_c_Acidobz

_Acidobacteria

norank_c_Acidobactc norank

uncultured_Acidobacteriales_bacterium_g__norank_c__Acidobacteria

Gemmat _f_¢ _f__Gemmat

Acidobacteria norank_c__Acidobz norank_c__Acidobactc norank_c__/ ia _g__norank_c_/ ia
Betaproteobacteria Neisseriales Neisseriaceae Neisseria unclassified_g_ Neisseria

OM190 norank_c__OM190 norank_c__OM190  norank_c__OM190 uncultured_bacterium_g__norank_c__OM190
Actinobacteria Coriobacteriales  Coriobacteriaceae  Parvibacter uncultured_bacterium_g__Parvibacter

Acidobacteria
Actinobacteria

Pr ia
Chloroflexi
ia

Gammapr ia

norank_c_Acidobz

Gaiellales

BD7-8_marine_grot

norank_c__Acidobactc norank_c__Acidobacteria
norank_o__Gaiellales norank_o__Gaiellales
norank_o__BD7-8_ma norank_o__BD7-8_marine_group

cl
ia

Chlorof

uncultured_prokaryote_g__norank_c_Acidobacteria
uncultured_Rubrobacteria_bacterium_g__norank
unclassified_g__norank_o__BD7-8_marine_group
uncultured_bacterium_g__Roseiflexus

ale:

Nocardioi ied_f__Nocar

f__Nocardi

Saccharibacteria
Acidobacteria
Firmicutes
Firmicutes
Acidobacteria
Saccharibacteria
Chloroflexi

norank_p__Saccharibact
Acidobacteria

Bacilli

Clostridia

Acidobacteria
norank_p__Saccharibact

norank_p__Sacchar
norank_c_Acidobz

Bacillales
Clostridiales

norank_c__Acidobz
_Sacchar

norank_|

norank_p__Saccharibz norank_p__Saccharibacteria
norank_c_Acidobact: norank_c_Acidobacteria

uncultured_bacterium_g__norank_p__Saccharibacteria
uncultured_bacterium_66

f f
Clostridiales_vadinBB¢ norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
norank_c__ norank_c__Acil ia _g__norank_c__Aci ia
norank_p__Saccharibz norank_p__Saccharibacteria uncultured_bacterium_g__norank_p__Saccharibacteria
haer norank haer i_g__norank_f__Anaer

Bacteroidetes  Bacteroidia Bacteroidales Porphyromonadaceae Odoribacter uncultured_bacterium_g__Odoribacter
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_¢ norank_f__Bacteroidales_S24-7_gro uncultured_bacterium_g__norank_f__Bacteroidales_S24-7_group
Bacteroi Cytoph: ¢ ¢ Persici uncultured_bacterium_g__Persicitalea
Pr ia  Deltapr a Blriia1 norank_f__Blrii41 unclassified_g__norank_f__Blriia1
Chloroflexi _p__ Chlorofl _p_Ch _p__Chlor _p__Chloroflexi unclassified_p__Chloroflexi
4 4 i norank_f__| ied_g__norank_f__|
Nitrospirae Nitrospira norank_c__Nitrospi norank_c__Nitrospira Nitrospira unclassified_g__Nitrospira
i ia i ia idimicrobial OM1_clade norank_f__OM1_clade unclassified_g__norank_f__OM1_clade
Firmicutes Clostridia Clostridiales Lachnospiraceae norank_f__Lachnospiraceae uncultured_bacterium_g__norank_f__Lachnospiraceae
Gemmatimonade Gemmat i i Gemmatimonas _bacterium_g_ ¢ i
Chloroflexi Thermomicrobia 1G30-KF-CM45 norank_o__JG30-KF-C norank_o__JG30-KF-CM45 uncultured_Sphaerobacter_sp._g__norank
Pr ia phap ia Rhodospirillal norank_f__/ |_bacterium_g__norank_f__Acetobacteraceae

Actinobacteria

Actinobacteria

Coriobacteriales

Coriobacteriaceae Coriobacteriaceae_UCG-002

uncultured_bacterium_g__Coriobacteriaceae_UCG-002

ia ia i_c__Aci i_c__Acido |_c__/ a _c__/ ia
Chloroflexi Ktedonobacteria €0119 norank_o__C0119  norank_o__C0119 unclassified_g__norank_o__C0119
ified_k__r k__norank _k__nol _k__noran ified_k__norank unclassified_k__norank
| k_r |_k__norank _k__nol _k__noran ied_k__norank unclassified_k__norank
Kt k__norank _k__nol _k__noran ified_k__norank unclassified_k__norank

0TU417
0oTU419
0TU430
0oTu442
0TU592
0oTU734
[QVEY)

0TU149
0TU157
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0TU250
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_UCG-005

_UCG-014

_UCG-014

_UCG-014

Phylum Class Order Family Genus Species

Firmicutes Clostridia Clostridiales F i ium |_bacterium_g__F ium

Bacteroidetes  Bacteroidia Bacteroidales Rikenellaceae Alistipes gut_metagenome_g__Alistipes

Firmicutes Clostridia Clostridiales Lachnospiraceae [Ruminococeus]_torques_group  uncultured_Clostridiales_bacterium_g__[Ruminococcus]_torques_group
Pr ia  Gammapr ia  Enterobacteriales Enterobacteriaceae  Escherichia-Shigella Escherichia_coli_g__Escherichia-Shigella

Firmicutes Clostridia Clostridiales F i ium bacterium_ic1379

Bacteroidetes  Bacteroidia Bacteroidales Rikenellaceae Alistipes unclassified_g__Alistipes

Firmicutes Bacilli L L L i unclassified_g__Lactobacillus

Firmicutes Clostridia Clostridiales uncultured_bacterium_g__Subdoligranulum

Firmicutes Clostridia Clostridiales L _f_L _f_L iraceae

Firmicutes Clostridia Clostridiales Lachnospiraceae Blautia unclassified_g__Blautia

Firmicutes Clostridia Clostridiales Lachnospiraceae Eisenbergiella |_bacterium_g__Eisenbergiell

Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus

Firmicutes Clostridia Clostridiales L _f_L _f_L iraceae

Firmicutes Bacilli L i L L Lactobacillus_salivarius

Firmicutes Clostridia Clostridiales Lachnospiraceae Shuttleworthia uncultured_bacterium_g__Shuttleworthia

Firmicutes Clostridia Clostridiales Ruminococcaceae  Butyricicoccus uncultured_bacterium_g__Butyricicoccus

Firmicutes Clostridia Clostridiales Lachnospiraceae [Ruminococcus]_torques_group unclassified_g__[Ruminococcus]_torques_group
Firmicutes Clostridia Clostridiales L i L idium unclassified_g__Lachnoclostridium

Firmicutes Clostridia Clostridiales ridium_9 unclassified_g__Ruminiclostridium_9

Firmicutes Clostridia Clostridiales unclassified_g__Subdoligranulum

Firmicutes Clostridia Clostridiales _UCG-014 unclassified_g__Ruminococcaceae_UCG-014

Pre ia ia Burkholderial Parasutterella uncultured_organism_g__Parasutterella

Firmicutes Clostridia Clostridiales F i ium |_bacterium_g__F ium

Firmicutes Clostridia Clostridiales Clostridiales_vadinBB¢ norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales F i ium |_bacterium_g__F ium

Firmicutes Clostridia Clostridiales L | f_ L _f__Lachnospiraceae

Firmicutes Bacilli L L L Lactobacillus_vaginalis

Firmicutes Clostridia Clostridiales Lachnospiraceae Sellimonas unclassified_g__Sellimonas

Firmicutes Clostridia Clostridiales L ified_f__L _f_L iraceae

Firmicutes Clostridia Clostridiales norank_f__| _g__norank_f_|

Firmicutes Erysipelotrichia Erysipelotrichales  Erysipelotrichaceae  Erysipelatoclostridium bacterium_ic1391

Firmicutes Clostridia Clostridiales Ruminococcaceae  [Eubacterium]_coprostanoligenes_g unclassified_g__[Eubacterium]_coprostanoligenes_group
Firmicutes Bacilli L Enter Enterococcus_cecorum

Firmicutes Clostridia Clostridiales L | f_ L _f__Lachnospiraceae

Firmicutes Clostridia Clostridiales _f_ _f_| i

Firmicutes Clostridia Clostridiales L L idium Clostridium_sp._BR31

Firmicutes Clostridia Clostridiales norank_f__| Clostridiales_bacterium_24-4c

Firmicutes Bacilli Bacillales ied_f__ _f__|

Firmicutes Clostridia Clostridiales Lachnospiraceae [Ruminococeus]_torques_group  uncultured_Clostridiales_bacterium_g__[Ruminococcus]_torques_group
Firmicutes Clostridia Clostridiales Lachnospiraceae [Eubacterium]_hallii_group uncultured_bacterium_g__[Eubacterium]_hallii_group
Firmicutes Clostridia Clostridiales Lachnospiraceae Anaerostipes Anaerostipes_butyraticus

Firmicutes Clostridia Clostridiales i . UCG-014 uncultured_bacterium_g__Ruminococcaceae_UCG-014
Firmicutes Clostridia Clostridiales Lachnospiraceae Sellimonas bacterium_P1C11

Firmicutes Clostridia Clostridiales Chri: Chr _R-7_group ified_g__Chr _R-7_group

Firmicutes Clostridia Clostridiales Ruminococcaceae Butyricicoccus unclassified_g__Butyricicoccus

Bacteroidetes Bacteroidia Bacteroidales Bacteroidaceae Bacteroides Bacteroides_acidifaciens

Firmicutes Clostridia Clostridiales i _UCG-014 unclassified_g__Ruminococcaceae_UCG-014

Firmicutes Clostridia Clostridiales L L idium unclassified_g__Lachnoclostridium

Firmicutes Clostridia Clostridiales _UCG-005 _organism_g__|

Firmicutes Erysipelotrichia Erysipelotrichales  Erysipelotrichaceae  Erysipelatoclostridium [Clostridium]_spiroforme

Tenericutes Mollicutes Mollicutes_RF9 norank_o__Moll norank_o__| i _RF9 _bacterium_g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales Lachnospiraceae Tyzzerella uncultured_organism_g__Tyzzerella

Firmicutes Clostridia Clostridiales i ridium _bacterium_g__| idium

Firmicutes Clostridia Clostridiales Ruminococcaceae  Butyricicoccus Butyricicoccus_pullicaecorum_1.2

Firmicutes Clostridia Clostridiales i _UCG-014 _bacterium_g__|

Firmicutes Clostridia Clostridiales Lachnospiraceae norank_f__Lachnospiraceae Clostridiales_bacterium_CHKCIO01

Pr ia  Gammapr ia Pseudomonas_brenneri

Firmicutes Clostridia Clostridiales norank_f__| _g__norank_f_|

Firmicutes Clostridia Clostridiales i _UCG-014 unidentified_rumen_bacterium_Jw32

Firmicutes Clostridia Clostridiales . UCG-014 uncultured_rumen_bacterium_g__Ruminococcaceae_UCG-014
Firmicutes Clostridia Clostridiales L L iraceae_NK4A136_group  unclassified_g__Lachnospiraceae_NK4A136_group
Firmicutes Clostridia Clostridiales Clostridiales_vadinBB¢ norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales Lachnospiraceae Coprococcus_1 uncultured_organism_g__Coprococcus_1

Firmicutes Clostridia Clostridiales L i ied_f__L i _f__Lachnospiraceae

Firmicutes Clostridia Clostridiales _UCG-014 _organism_g__|

Firmicutes Clostridia Clostridiales Lachnospiraceae Blautia Blautia_hydrogenotrophica

Firmicutes Clostridia Clostridiales norank_f__| _g__norank_f__|

Firmicutes Clostridia Clostridiales Peptostreptococcacea Romboutsia uncultured_bacterium_g__Romboutsia

Firmicutes Clostridia Clostridiales Ruminococcaceae Anaerotruncus uncultured_bacterium_g__Anaerotruncus

Firmicutes Clostridia Clostridiales i . UCG-014 uncultured_bacterium_g__Ruminococcaceae_UCG-014
Firmicutes Clostridia Clostridiales _UCG-014 unclassified_g__Ruminococcaceae_UCG-014

Firmicutes Clostridia Clostridiales Ruminococcaceae  [Eubacterium]_copr i . g gut_ _g__[Eubacterium]_coprostanoligenes_group
Firmicutes Clostridia Clostridiales i _UCG-005 unclassified_g__Ruminococcaceae_UCG-005

Firmicutes Clostridia Clostridiales Ruminococcaceae  Flavonifractor uncultured_bacterium_g__Flavonifractor

Firmicutes Clostridia Clostridiales i :_UCG-014 _bacterium_g__|

Firmicutes Clostridia Clostridiales ._UCG-005 uncultured_prokaryote_g__Ruminococcaceae_UCG-005
Firmicutes Clostridia Clostridiales _f_| ied_f__| i

Firmicutes Clostridia Clostridiales Ruminococcaceae  Butyricicoccus unclassified_g__Butyricicoccus

Firmicutes Clostridia Clostridiales L ified_f__L _f_L iraceae

Firmicutes Bacilli L i tr tr tr ¥ _subsp._

Firmicutes Clostridia Clostridiales norank_f__| _bacterium_AM2

Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ uncultured_organism_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales Lachnospiraceae Shuttleworthia uncultured_bacterium_g__Shuttleworthia

Firmicutes Clostridia Clostridiales Lachnospiraceae Blautia uncultured_bacterium_g__Blautia

Firmicutes Clostridia Clostridiales i :_UCG-014 uncultured_rumen_bacterium_g__Ruminococcaceae_UCG-014
Firmicutes Clostridia Clostridiales . UCG-004 unclassified_g__Ruminococcaceae_UCG-004

Firmicutes Clostridia Clostridiales norank_f_| human_gut_metagenome_g__norank_f__Ruminococcaceae
Firmicutes Clostridia Clostridiales L | i_group bacterium_ic1296

Firmicutes Clostridia Clostridiales Ruminococcaceae Anaerofilum _bacterium_g__Anaerofilum

Firmicutes Clostridia Clostridiales L i ied_f__L _f__Lachnospiraceae

Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Erysipelotrichia Erysipelotrichales  Erysipelotrichaceae  Erysipelatoclostridium Candidatus_Stoquefichus_sp._SN16

Firmicutes Clostridia Clostridiales Lachnospiraceae [Eubacterium]_hallii_group uncultured_bacterium_g__[Eubacterium]_hallii_group
Firmicutes Clostridia Clostridiales i idium_5 uncultured_bacterium_g__Ruminiclostridium_5

Firmicutes Clostridia Clostridiales Chr Chri; _R-7_group _bacterium_g__Chr

Firmicutes Clostridia Clostridiales Lachnospiraceae Blautia unclassified_g__Blautia

Firmicutes Clostridia Clostridiales L ified_f__L _f_L iraceae

Firmicutes Clostridia Clostridiales ._UCG-005 uncultured_Clostridiales_bacterium_g__Ruminococcaceae_UCG-005
Firmicutes Clostridia Clostridiales _f_| _f_|

Firmicutes Clostridia Clostridiales L | f_ L _f_Lachnospiraceae

Firmicutes Clostridia Clostridiales Ruminococcaceae Anaerotruncus uncultured_bacterium_g__Anaerotruncus

Firmicutes Clostridia Clostridiales L i | f_ L _f_Lachnospiraceae

Firmicutes Clostridia Clostridiales Ruminococcaceae Anaerotruncus Anaerotruncus_colihominis_DSM_17241

Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ uncultured_Clostridia_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Pr ia  Gammapr a unclassified_g__Pseudomonas

Firmicutes Clostridia Clostridiales Chri: Chr _R-7_group i_g__Chr _R-7_group

Firmicutes Clostridia Clostridiales uncultured_Subdoligranulum_sp.

Firmicutes Clostridia Clostridiales Lachnospiraceae Marvinbryantia unclassified_g__Marvinbryantia

Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ unclassified_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales L i | f_ L _f_Lachnospiraceae

_R-7_group
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Firmicutes Clostridia Clostridiales . NK4A214_group uncultured_organism_g__Ruminococcaceae_NK4A214_group
Firmicutes Clostridia Clostridiales L _f_L ied_f__L iraceae

Firmicutes Clostridia Clostridiales D Defluvi _UCG-011 uncultured_bacterium_g__Defluviitaleaceae_UCG-011
Firmicutes Clostridia Clostridiales i :_UCG-010 _bacterium_g__| _UCG-010
Firmicutes Clostridia Clostridiales . UCG-014 unclassified_g__Ruminococcaceae_UCG-014

Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ unclassified_g__norank_f__Clostridiales_vadinBB60_group

Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__| _RF9 _g__norank_o__| _RF9

Firmicutes Clostridia Clostridiales t ium |_bacterium_g__Hydr

Firmicutes Clostridia Clostridiales . UCG-014 unclassified_g__Ruminococcaceae_UCG-014

Firmicutes Clostridia Clostridiales :_UCG-014 _bacterium_g__| _UCG-014
Firmicutes Clostridia Clostridiales norank_f__| _g__norank_f_|

Firmicutes Bacilli L L L i Lactobacillus_aviarius

Firmicutes Clostridia Clostridiales L | f_ L _f__Lachnospiraceae

Firmicutes Clostridia Clostridiales Lachnospiraceae Eisenbergiella unclassified_g__Eisenbergiella

Firmicutes Clostridia Clostridiales i norank_f__| _sp._16442

Firmicutes Clostridia Clostridiales Ruminococcaceae Ruminococcus_1 unclassified_g__Ruminococcus_1

Firmicutes Clostridia Clostridiales Lachnospiraceae Lachnospira unclassified_g__Lachnospira

Tenericutes Mollicutes Mollicutes_RF9 norank_o__Moll norank_o__| i _RF9 _bacterium_g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales i ied_f__| _f_|

Firmicutes Erysipelotrichia Erysipelotrichales  Erysipelotrichaceae  norank_f__Erysipelotrichaceae Clostridiales_bacterium_10-3b

Firmicutes Clostridia Clostridiales Peptococcaceae norank_f__Peptococcaceae uncultured_bacterium_g__norank_f__Peptococcaceae
Firmicutes Clostridia Clostridiales L _f_L _f_L iraceae

Firmicutes Clostridia Clostridiales L | f_ L _f_Lachnospiraceae

Firmicutes Clostridia Clostridiales Ruminococcaceae Anaerotruncus uncultured_bacterium_g__Anaerotruncus

Firmicutes Erysipelotrichia Erysipelotrichales  Erysipelotrichaceae  norank_f__Erysipelotrichaceae Clostridiales_bacterium_60-7e

Firmicutes Clostridia Clostridiales i :_UCG-014 unclassified_g__Ruminococcaceae_UCG-014
Bacteroidetes  Bacteroidia Bacteroidales Rikenellaceae Alistipes gut_metagenome_g__Alistipes

Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__Mollicutes_RF9 gut_metagenome_g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales i |_f_| ified_f__|

Firmicutes Erysipelotrichia Erysipelotrichales  Erysipelotrichaceae  Faecalitalea unclassified_g__Faecalitalea

Firmicutes Bacilli L i L i L Lactobacillus_johnsonii

Bacteroidetes  Bacteroidia Bacteroidales Rikenellaceae Alistipes unclassified_g__Alistipes

Firmicutes Clostridia Clostridiales i i unclassified_g__Subdoligranulum

Pr ia  Deltapr ia D jonales Di jonaceae D unclassified_g__Desulfovibrio

Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ unclassified_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Erysipelotrichia Erysipelotrichales  Erysipelotrichaceae  E: idium ied_g_ E idium

Firmicutes Clostridia Clostridiales Lachnospiraceae [Ruminococcus]_torques_group  unclassified_g__[Ruminococcus]_torques_group
Firmicutes Clostridia Clostridiales i :_UCG-014 unclassified_g__Ruminococcaceae_UCG-014
Actinobacteria  Actinobacteria Coriobacteriales Coriobacteriaceae Senegalimassilia Coriobacteriaceae_bacterium_CHKCI002

Firmicutes Clostridia Clostridiales i _UCG-014 _bacterium_g__| _UCG-014
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus uncultured_organism_g__Anaerotruncus

Firmicutes Clostridia Clostridiales norank_f__| _g__norank_f__|

Firmicutes Clostridia Clostridiales Clostridiales_vadinBB¢ norank_f__ Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
C a G a philale: norank_o__Gastranae norank_o__Gastranaerophilales  uncultured_rumen_bacterium_g__norank_o__Gastranaerophilales
Firmicutes Clostridia Clostridiales L i | f_ L i _f__Lachnospiraceae

Firmicutes Clostridia Clostridiales _UCG-010 gut_metagenome_g__Ruminococcaceae_UCG-010
Firmicutes Clostridia Clostridiales L | f_ L i _f__Lachnospiraceae

Firmicutes Clostridia Clostridiales Dy De i _UCG-011 |_bacterium_g__Di _UCG-011
Firmicutes Clostridia Clostridiales Lachnospiraceae Blautia uncultured_bacterium_g__Blautia

Firmicutes Clostridia Clostridiales Chr Chri; :_R-7_group i_g__Chri :_R-7_group

Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__Mollicutes_RF9 uncultured_bacterium_g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales Ruminococcaceae Anaerotruncus unclassified_g__Anaerotruncus

Firmicutes Clostridia Clostridiales Clostridiales_vadinBB¢ norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales Ruminococcaceae Anaerotruncus uncultured_Clostridiaceae_bacterium_g__Anaerotruncus
Firmicutes Clostridia Clostridiales Ruminococcaceae  Flavonifractor uncultured_bacterium_g__Flavonifractor

Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ unclassified_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales L _f_L _f_L iraceae

Firmicutes Erysipelotrichia Erysipelotrichales  Erysipelotrichaceae  Erysipelatoclostridium Clostridiales_bacterium_CHKCIO06

Firmicutes Clostridia Clostridiales L ified_f__L ied_f__L iraceae

Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus uncultured_bacterium_g__Anaerotruncus

Firmicutes Clostridia Clostridiales i :_UCG-010 _bacterium_g__| _UCG-010
Firmicutes Clostridia Clostridiales unclassified_g__Subdoligranulum

Firmicutes Clostridia Clostridiales Lachnospiraceae Blautia uncultured_bacterium_g__Blautia

Firmicutes Clostridia Clostridiales Chri Chr . R-7_group uncultured_bacterium_g__Christensenellaceae_R-7_group
Tenericutes Mollicutes Mollicutes_RF9 norank_o__Moll norank_o__| i _RF9 _bacterium_g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ uncultured_organism_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales L _f_L _f_L iraceae

Firmicutes Clostridia Clostridiales idium_9 uncultured_bacterium_g__Ruminiclostridium_9
Firmicutes Bacilli L L L Lactobacillus_agilis

Firmicutes Clostridia Clostridiales Lachnospiraceae Marvinbryantia uncultured_organism_g__Marvinbryantia

Firmicutes Clostridia Clostridiales i _UCG-014 unclassified_g__Ruminococcaceae_UCG-014

Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ uncultured_rumen_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Tenericutes Mollicutes Mollicutes_RF9 norank_o__Moll norank_o__| i _RF9 _bacterium_g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales Lachnospiraceae Coprococcus_1 unclassified_g__Coprococcus_1

Firmicutes Clostridia Clostridiales L ified_f__L _f_L iraceae

Firmicutes Clostridia Clostridiales . UCG-014 unclassified_g__Ruminococcaceae_UCG-014

Firmicutes Clostridia Clostridiales norank_f__|f _g__norank_f__|

Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus uncultured_bacterium_g__Anaerotruncus

Firmicutes Clostridia Clostridiales Ruminococcaceae Anaerotruncus uncultured_bacterium_g__Anaerotruncus

Firmicutes Clostridia Clostridiales i idium_5 unclassified_g__Ruminiclostridium_5

Firmicutes Clostridia Clostridiales Family_XIll [Eubacterium]_nodatum_group Eubacteriaceae_bacterium_Marseille-P2843

Firmicutes Clostridia Clostridiales Chri Chr . R-7_group uncultured_bacterium_g__Christensenellaceae_R-7_group
Firmicutes Clostridia Clostridiales Lachnospiraceae norank_f__Lachnospiraceae Clostridiales_bacterium_CHKCI001

Firmicutes Clostridia Clostridiales i ied_f__| i ified_f__|

Firmicutes Clostridia Clostridiales _f_ _f_|

Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__Mollicutes_RF9 uncultured_bacterium_g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales i :_UCG-009 _bacterium_g__| _UCG-009
Firmicutes Clostridia Clostridiales . NK4A214_group uncultured_organism_g__Ruminococcaceae_NK4A214_group
‘errucomicr ‘errucomicrobia err err Akkermansia unclassified_g__Akkermansia

Firmicutes Clostridia Clostridiales Clostridiales_vadinBB¢ norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales Ruminococcaceae Oscillospira uncultured_bacterium_g__Oscillospira

Firmicutes Clostridia Clostridiales Lachnospiraceae Lachnospiraceae_NK4A136_group  unclassified_g__Lachnospiraceae_NK4A136_group
Firmicutes Clostridia Clostridiales L ified_f__L ied_f__L iraceae

Firmicutes Clostridia Clostridiales | f_| _f_Peptostr

Firmicutes Bacilli L L L unclassified_g__Lactobacillus

Firmicutes Clostridia Clostridiales . NK4A214_group uncultured_rumen_bacterium_g__Ruminococcaceae_NK4A214_group
Firmicutes Clostridia Clostridiales _UCG-014 unclassified_g__Ruminococcaceae_UCG-014

Firmicutes Clostridia Clostridiales . UCG-013 unclassified_g__Ruminococcaceae_UCG-013

Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ unclassified_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ unclassified_g__norank_f__Clostridiales_vadinBB60_group
Tenericutes Mollicutes Mollicutes_RF9 norank_o__Moll norank_o__| i _RF9 _g__norank_o__| i _RF9

Firmicutes Clostridia Clostridiales L i ied_f__L i _f__Lachnospiraceae

Firmicutes Clostridia Clostridiales i _UCG-014 unclassified_g__Ruminococcaceae_UCG-014

Firmicutes Clostridia Clostridiales Chri: Chr _R-7_group i_g__Chr _R-7_group
Firmicutes Clostridia Clostridiales unclassified_o__Clost unclassified_o__Clostridiales unclassified_o__Clostridiales

Firmicutes Clostridia Clostridiales i | f_| |

Firmicutes Clostridia Clostridiales _f_| _f_|

Firmicutes Clostridia Clostridiales Family_Xill unclassified_f__Family_XIII unclassified_f__Family_XIll

Firmicutes Clostridia Clostridiales i _UCG-013 _bacterium_g__| _UCG-013
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus
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Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ uncultured_Firmicutes_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales i ridium_5 |_bacterium_g__| idium_5

Firmicutes Clostridia Clostridiales . UCG-014 uncultured_bacterium_g__Ruminococcaceae_UCG-014
Firmicutes Clostridia Clostridiales . UCG-010 |_bacterium_g__| _UCG-010
Firmicutes Clostridia Clostridiales . UCG-014 uncultured_bacterium_g__Ruminococcaceae_UCG-014
Firmicutes Clostridia Clostridiales Ruminococcaceae [Eubacterium]_coprostanoligenes_g unclassified_g__[Eubacterium]_coprostanoligenes_group
Firmicutes Clostridia Clostridiales i . UCG-014 unidentified_rumen_bacterium_JW32

Firmicutes Clostridia Clostridiales _UCG-008 |_bacterium_g_| _UCG-008
Firmicutes Clostridia Clostridiales Family_Xill Family_XIll_UCG-001 uncultured_bacterium_g__Family_XIll_UCG-001

Firmicutes Clostridia Clostridiales i ridium_5 |_bacterium_g__| i idium_5

Firmicutes Clostridia Clostridiales Peptococcaceae norank_f__Peptococcaceae uncultured_organism_g__norank_f__Peptococcaceae
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerofilum |_bacterium_g__Anaerofilum

Firmicutes Clostridia Clostridiales Lachnospiraceae Marvinbryantia uncultured_bacterium_g__Marvinbryantia

Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus

Firmicutes Clostridia Clostridiales Clostridiales_vadinBB¢ norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales i ridium_5 unclassified_g__Ruminiclostridium_5

Firmicutes Clostridia Clostridiales unclassified_o__Closti unclassified_o__Clostridiales unclassified_o__Clostridiales

Tenericutes Mollicutes Mollicutes_RF9  norank_o__Moll norank_o__Mollicutes_RF9 |_bacterium_g__norank_o__Mollicutes_RF9
Firmicutes Erysipelotrichia Erysipelotrichales  Erysipelotrichaceae  norank_f__Erysipelotrichaceae uncultured_Erysipelotrichaceae_bacterium_g__norank
Tenericutes | \aer \aer ol |_bacterium_g__Anaeroplasm:

Firmicutes Clostridia Clostridiales . UCG-014 unclassified_g__Ruminococcaceae_UCG-014

Firmicutes Clostridia Clostridiales ridium_9 unclassified_g__Ruminiclostridium_9

Firmicutes Clostridia Clostridiales norank_f__| human_gut_metagenome_g__norank_f__Ruminococcaceae

C a G a philale: norank_o__Gastranae norank_o__Gastranaerophilales  uncultured_bacterium_g__norank_o__Gastranaerophilales
Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales L ified_f__L _f_L iraceae

Firmicutes Clostridia Clostridiales i | f_| |

Tenericutes Mollicutes NB1-n norank_o__NB1-n  norank_o_ NB1-n uncultured_organism_g__norank_o_ NB1-n

Firmicutes Clostridia Clostridiales i . UCG-013 uncultured_bacterium_g__Ruminococcaceae_UCG-013
Firmicutes Clostridia Clostridiales . UCG-014 unclassified_g__Ruminococcaceae_UCG-014

Firmicutes Clostridia Clostridiales idium uncultured_bacterium_g__Ruminiclostridium

C a G a philale: norank_o__Gastranae norank_o__( ol _g__norank_o__(

Firmicutes Clostridia Clostridiales L i ied_f__L i _f_Lachnospiraceae

Firmicutes Clostridia Clostridiales Lachnospiraceae Roseburia unclassified_g__Roseburia

Firmicutes Clostridia Clostridiales Clostridiales_vadinBB¢ norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Moll norank_o__Mollicutes_RF9 _g__norank_o__Mollicutes_RF9

Firmicutes Clostridia Clostridiales Lachnospiraceae Lachnospiraceae_UCG-010 uncultured_bacterium_g__Lachnospiraceae_UCG-010
Firmicutes Clostridia Clostridiales ified_f | _f__Rumi

Firmicutes Clostridia Clostridiales . UCG-013 uncultured_bacterium_g__Ruminococcaceae_UCG-013
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Moll norank_o__Mollicutes_RF9 |_bacterium_g__norank_o__Mollicutes_RFS
Firmicutes Clostridia Clostridiales Ruminococcaceae  [Eubacterium]_coprostanoligenes_g unclassified_g__[Eubacterium]_coprostanoligenes_group
Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ unclassified_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales Chri Chr . R-7_group _g_ Chr . R-7_group

Firmicutes Clostridia Clostridiales norank_f_| _g__norank_f__|

Firmicutes Clostridia Clostridiales i |

Firmicutes Clostridia Clostridiales Lachnospiraceae norank_f__L _g__norank_f__L

Firmicutes Clostridia Clostridiales Lachnospiraceae [Eubacterium]_ventriosum_group  uncultured_organism_g__[Eubacterium]_ventriosum_group
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Moll norank_o__Mollicutes_RF9 _g__norank_o__Mollicutes_RF9

Firmicutes Clostridia Clostridiales L i ied_f__L i _f_Lachnospiraceae

Tenericutes Mollicutes Mollicutes_RF9  norank_o__Moll norank_o__Mollicutes_RF9 |_bacterium_g__norank_o__Mollicutes_RFS
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus uncultured_bacterium_g__Anaerotruncus

Firmicutes Bacilli L L L i L _murinus_g__L

Firmicutes Clostridia Clostridiales Chri Chr . R-7_group uncultured_prokaryote_g__Christensenellaceae_R-7_group
Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales Lachnospiraceae Coprococcus_1 unclassified_g__Coprococcus_1

Tenericutes Mollicutes Mollicutes_RF9  norank_o__Moll norank_o__Mollicutes_RF9 _g__norank_o__Mollicutes_RF9

Firmicutes Clostridia Clostridiales Clostridiales_vadinBB¢ norank_f__ Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales i . UCG-014 unclassified_g__Ruminococcaceae_UCG-014

Firmicutes Clostridia Clostridiales unclassified_o__Closti unclassified_o__Clostridiales unclassified_o__Clostridiales

Firmicutes Clostridia Clostridiales Lachnospiraceae Roseburia unclassified_g__Roseburia

Firmicutes Clostridia Clostridiales L ified_f L ied_f aceae

Pr ia ia Burkholderial o o unclassified_g__Oxalobacter

Firmicutes Clostridia Clostridiales F i ium unclassified_g__Faecalibacterium

Firmicutes Clostridia Clostridiales idium_5 uncultured_bacterium_g__Ruminiclostridium_5

Firmicutes Clostridia Clostridiales L L iraceae_UCG-010 _bacterium_g__L _UCG-010
Bacteroidetes  Bacteroidia Bacteroidales Rikenellaceae Alistipes uncultured_bacterium_g__Alistipes

Firmicutes Erysipelotrichia Erysipelotrichales  Erysipelotrichaceae  [Clostridium]_innocuum_group uncultured_bacterium_g__[Clostridium]_innocuum_group
Firmicutes Clostridia Clostridiales unclassified_o__Closti unclassified_o__Clostridiales unclassified_o__Clostridiales

Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ gut_metagenome_g__norank_f__Clostridiales_vadinBB60_group
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__Mollicutes_RF9 uncultured_bacterium_g__norank_o__Mollicutes_RF9

¢ a G a philale: norank_o__Gastranae norank_o__ ol _g__norank_o__(

Firmicutes Clostridia Clostridiales Clostridiales_vadinBB¢ norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales L ified_f__L _f_L iraceae

Firmicutes Clostridia Clostridiales i norank_f__| _g__norank_f_|

Firmicutes Clostridia Clostridiales L ified_f__L _f_L iraceae

Firmicutes Clostridia Clostridiales Lachnospiraceae norank_f__Lachnospiraceae uncultured_organism_g__norank_f__Lachnospiraceae
Firmicutes Clostridia Clostridiales i . UCG-014 unclassified_g__Ruminococcaceae_UCG-014

Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__| _RF9 _g__norank_o__| _RF9

Firmicutes Clostridia Clostridiales ified_f_| _f_ Rumi

Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus

Tenericutes Mollicutes Mollicutes_RF9  norank_o__Moll norank_o__Mollicutes_RF9 |_bacterium_g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales i . UCG-010 uncultured_bacterium_g__Ruminococcaceae_UCG-010
Firmicutes Clostridia Clostridiales L L iraceae_FCS020_group |_bacterium_g__| _FCS020_group
Firmicutes Clostridia Clostridiales Ruminococcaceae  Caproiciproducens uncultured_bacterium_g__Caproiciproducens

Firmicutes Clostridia Clostridiales Peptococcaceae norank_f__| _g__norank_f__}

Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus uncultured_bacterium_g__Anaerotruncus

Firmicutes Clostridia Clostridiales L ified_f__L _f_L iraceae

Firmicutes Clostridia Clostridiales Chri Chr . R-7_group uncultured_bacterium_g__Christensenellaceae_R-7_group
Firmicutes Clostridia Clostridiales Ruminococcaceae  Ruminococcus_2 |_bacterium_g__| 2

Actinobacteria  Actinobacteria Coriobacteriales  Coriobacteriaceae  unclassified_f__Coriobacteriaceae unclassified_f__Coriobacteriaceae

Pr ia  Alphap ia Br Brucella Brucella_melitensis_g__Brucella

Firmicutes Clostridia Clostridiales idium_1 uncultured_bacterium_g__Ruminiclostridium_1

Tenericutes Mollicutes Mollicutes_RF9  norank_o__Moll norank_o__Mollicutes_RF9 _g__norank_o__Mollicutes_RF9

Firmicutes Clostridia Clostridiales i . UCG-014 unclassified_g__Ruminococcaceae_UCG-014

Firmicutes Clostridia Clostridiales norank_f_| _g__norank_f__|

Firmicutes Bacilli Lactobacillales Enterococcaceae Enterococcus Enterococcus_faecalis_g__Enterococcus

Firmicutes Bacilli L L L i Lactobacillus_coleohominis

Firmicutes Erysipelotrichia Erysipelotrichales  Erysipelotrichaceae  unclassified_f__Erysipelotrichaceae unclassified_f__Erysipelotrichaceae

Firmicutes Clostridia Clostridiales Chr Chri . R-7_group bacterium_YES7

Firmicutes Clostridia Clostridiales i idium_9 unclassified_g__Ruminiclostridium_9

Firmicutes Clostridia Clostridiales F i ium unclassified_g__Faecalibacterium

Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__| _RF9 _g__norank_o__| _RF9

Firmicutes Clostridia Clostridiales norank_f_| _g__norank_f__|

Firmicutes Clostridia Clostridiales Ruminococcaceae  Ruminococcus_1 uncultured_bacterium_g__Ruminococcus_1

Firmicutes Clostridia Clostridiales | f_| f

Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__Mollicutes_RF9 uncultured_bacterium_g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales Caproicip unclassified_g__Caproiciproducens

Firmicutes Clostridia Clostridiales Clostridiales_vadinBB¢ norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
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Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__Mollicutes_RF9 uncultured_bacterium_g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales Lachnospiraceae Coprococcus_1 |_bacterium_g__C 1

Firmicutes Clostridia Clostridiales Peptococcaceae Peptococcus uncultured_organism_g__Peptococcus

Firmicutes Clostridia Clostridiales i . UCG-014 unclassified_g__Ruminococcaceae_UCG-014

Firmicutes Clostridia Clostridiales norank_f__Rumi _g__norank_f_|

Firmicutes Clostridia Clostridiales Ruminococcaceae  Ruminococcus_1 |_organism_g__Rumi 1

Firmicutes Clostridia Clostridiales Clostridiales_vadinBB¢ norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales L ified_f__L _f_L iraceae

Firmicutes Clostridia Clostridiales i norank_f__| _bacterium_GD7

Firmicutes Erysipelotrichia Erysipelotrichales  Erysipelotrichaceae  Holdemania unclassified_g__Holdemania

Firmicutes Clostridia Clostridiales Ruminococcaceae  [Eubacterium]_coprostanoligenes_g unclassified_g__[Eubacterium]_coprostanoligenes_group
Firmicutes Clostridia Clostridiales Family_XIll Family_XIIl_AD3011_group uncultured_bacterium_g__Family_XIIl_AD3011_group
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__Mollicutes_RF9 uncultured_bacterium_g__norank_o__Mollicutes_RF9
Actinobacteria  Actinobacteria Coriobacteriales  Coriobacteriaceae unclassified_f__Coriobacteriaceae unclassified_f__Coriobacteriaceae

Firmicutes Clostridia Clostridiales i Candidatus_Soleaferrea uncultured_organism_g__Candidatus_Soleaferrea
Firmicutes Clostridia Clostridiales Ruminococcaceae [Eubacterium]_coprostanoligenes_g unclassified_g__[Eubacterium]_coprostanoligenes_group
Firmicutes Erysipelotrichia Erysipelotrichales  Erysipelotrichaceae  Erysij idium ified_g__Erysi idium

Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus uncultured_bacterium_g__Anaerotruncus

Firmicutes Clostridia Clostridiales L i ied_f__L _f__Lachnospiraceae

Firmicutes Clostridia Clostridiales Lachnospiraceae Tyzzerella uncultured_bacterium_g__Tyzzerella

Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ gut_metagenome_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales Ruminococcaceae  Ruminococcus_2 unclassified_g__Ruminococcus_2

Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerofilum uncultured_bacterium_g__Anaerofilum

Firmicutes Clostridia Clostridiales i . UCG-014 unclassified_g__Ruminococcaceae_UCG-014

Firmicutes Clostridia Clostridiales . UCG-013 unclassified_g__Ruminococcaceae_UCG-013
Bacteroidetes  Bacteroidia Bacteroidales Rikenellaceae Alistipes unclassified_g__Alistipes

Firmicutes Clostridia Clostridiales L i ied_f__L i _f__Lachnospiraceae

Firmicutes Clostridia Clostridiales . UCG-009 |_bacterium_g_| _UCG-009
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__Mollicutes_RF9 uncultured_bacterium_g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales unclassified_o__Closti unclassified_o__Clostridiales unclassified_o__Clostridiales

Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__Mollicutes_RF9 uncultured_bacterium_g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales Ruminococcaceae Oscillibacter unclassified_g__Oscillibacter

Firmicutes Clostridia Clostridiales Ruminococcaceae  Butyricicoccus unclassified_g__Butyricicoccus

Firmicutes Clostridia Clostridiales unclassified_o__Closti unclassified_o__Clostridiales unclassified_o__Clostridiales

Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ uncultured_rumen_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales i . UCG-014 uncultured_bacterium_g__Ruminococcaceae_UCG-014
Firmicutes Clostridia Clostridiales ridium_5 _organism_g__| i ridium_5

Firmicutes Clostridia Clostridiales Lachnospiraceae Tyzzerella_3 uncultured_bacterium_g__Tyzzerella_3

Firmicutes Clostridia Clostridiales Eubacteriaceae Anaerofustis Anaerofustis_sp._Marseille-P2441

Firmicutes Clostridia Clostridiales i . UCG-013 unclassified_g__Ruminococcaceae_UCG-013

Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus

Firmicutes Clostridia Clostridiales i | f_| ified_f_|

Firmicutes Clostridia Clostridiales _NK4A214_group unclassified_g__Ruminococcaceae_NK4A214_group
Firmicutes Clostridia Clostridiales _UCG-009 unclassified_g__Ruminococcaceae_UCG-009

Firmicutes Clostridia Clostridiales . UCG-013 |_organism_g__| . UCG-013
Actinobacteria  Actinobacteria Coriobacteriales  Coriobacteriaceae  Enterorhabdus uncultured_bacterium_g__Enterorhabdus

Tenericutes Mollicutes Mollicutes_RF9  norank_o__Moll norank_o__Mollicutes_RF9 _g__norank_o__Mollicutes_RF9

Firmicutes Clostridia Clostridiales i _UCG-010 uncultured_organism_g__Ruminococcaceae_UCG-010
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus uncultured_bacterium_g__Anaerotruncus

Firmicutes Clostridia Clostridiales Family_Xill Family_XIl_AD3011_group uncultured_bacterium_g__Family_XIll_AD3011_group
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerofilum |_bacterium_g__Anaerofilum

Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales unclassified_o__Closti unclassified_o__Clostridiales unclassified_o__Clostridiales

Firmicutes Clostridia Clostridiales i | f_| |

Firmicutes Clostridia Clostridiales | f_| f

Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__Mollicutes_RF9 uncultured_bacterium_g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales Eubacteriaceae Eubacterium Eubacterium_limosum

Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__Mollicutes_RF9 uncultured_bacterium_g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerofilum |_bacterium_g__Anaerofilum

Firmicutes Clostridia Clostridiales Clostridiales_vadinBB¢ norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales Lachnospiraceae Coprococcus_1 |_bacterium_g__C 1

Firmicutes Clostridia Clostridiales i . UCG-014 unclassified_g__Ruminococcaceae_UCG-014

Firmicutes Clostridia Clostridiales Ruminococcaceae [Eubacterium]_coprostanoligenes_g unclassified_g__[Eubacterium]_coprostanoligenes_group
Firmicutes Clostridia Clostridiales Clostridiales_vadinBB¢ norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_\ . |_Thermoanaer

Firmicutes Clostridia Clostridiales L i ied_f__L _f_Lachnospiraceae

Firmicutes Clostridia Clostridiales Ruminococcaceae  Oscillospira uncultured_bacterium_g__Oscillospira

Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ unclassified_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ unclassified_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales i . UCG-013 unclassified_g__Ruminococcaceae_UCG-013

Tenericutes Mollicutes Mollicutes_RF9  norank_o__Moll norank_o__Mollicutes_RF9 ied_g__norank_o__Mollicutes_RF9

Firmicutes Clostridia Clostridiales i _UCG-010 unclassified_g__Ruminococcaceae_UCG-010

Firmicutes Clostridia Clostridiales norank_f_| ied_g__norank_f_|

Firmicutes Clostridia Clostridiales ied_f__Rumi |

Firmicutes Clostridia Clostridiales . UCG-010 |_bacterium_g__| _UCG-010
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus uncultured_bacterium_g__Anaerotruncus

Firmicutes Clostridia Ther Ther Gelria uncultured_bacterium_g__Gelria

Firmicutes Clostridia Clostridiales Clostridiales_vadinBB¢ norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales Family_XIll unclassified_f__Family_XIll unclassified_f__Family_XIll

Firmicutes Clostridia Clostridiales Family_Xill [Eubacterium]_brachy_group uncultured_bacterium_g__[Eubacterium]_brachy_group
Firmicutes Clostridia Clostridiales ified_f_| _f_ Rumi

Firmicutes Clostridia Clostridiales Ruminococcaceae  Intestinimonas uncultured_bacterium_g__Intestinimonas

Firmicutes Clostridia Clostridiales L ified_f__L _f_L iraceae

Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus

Firmicutes Bacilli L L L i |_bacterium_g__L

Firmicutes Clostridia Clostridiales i . V9D2013_group uncultured_bacterium_g__Ruminococcaceae_V9D2013_group
Firmicutes Erysipelotrichia Erysipelotrichales  Erysipelotrichaceae  norank_f__Erysipelotrichaceae uncultured_Erysipelotrichales_bacterium_g__norank
Firmicutes Clostridia Clostridiales Ruminococcaceae  Papillibacter uncultured_bacterium_g__Papillibacter

Tenericutes Mollicutes Mollicutes_RF9  norank_o__Moll norank_o__Mollicutes_RF9 _g__norank_o__Mollicutes_RF9

I 2 G ia ilale: norank_o__Gastranae norank_o__Gastranaerophilales  uncultured_bacterium_g__norank_o__Gastranaerophilales
Firmicutes Clostridia Clostridiales i . UCG-013 |_bacterium_g__| _UCG-013
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus

Firmicutes Clostridia Clostridiales Ruminococcaceae Anaerotruncus unclassified_g__Anaerotruncus

Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__| _RF9 _g__norank_o__| _RF9

Firmicutes Clostridia Clostridiales ified_f_| _f_ Rumi

Firmicutes Clostridia Clostridiales L | f L i _f__Lachnospiraceae

Firmicutes Clostridia Clostridiales . UCG-014 unclassified_g__Ruminococcaceae_UCG-014

Firmicutes Erysipelotrichia Erysipelotrichales  Erysipelotrichaceae  Dielma unclassified_g__Dielma

Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus

Firmicutes Clostridia Clostridiales i norank_f__| _g__norank_f_|

Firmicutes Clostridia Clostridiales L ified_f__L _f_L iraceae

Actinobacteria  Actinobacteria Coriobacteriales  Coriobacteriaceae  Gordonibacter unclassified_g__Gordonibacter

Pr a P Burkholderial Burkholderia Burkholder holderia ied_g__Burkholder holderia

Firmicutes Clostridia Clostridiales Family_Xill Family_XIl_AD3011_group uncultured_bacterium_g__Family_XIll_AD3011_group
Firmicutes Clostridia Clostridiales ified_f | ied_f__Rumi

Firmicutes Clostridia Clostridiales Clostridiales_vadinBB¢ norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_¢ norank_f__Bacteroidales_S24-7_gro uncultured_bacterium_g__norank_f__Bacteroidales_S24-7_group
Firmicutes Clostridia Clostridiales i ied_f__Rumi

Firmicutes Clostridia Clostridiales L ified_f__L iraceae

Firmicutes Clostridia Clostridiales Chri Chr . R-7_group . R-7_group

_bacterium_g__norank_f__Clostridiales_vadinBB60_grt

0TU792
0TU629
0TUB65
0TUS32
0TU671
OTUS6
0TU714
0TU726
0TUu72
0TU702
0TU747
OTU579
0TU756
oTu4
0TU492
0TU656
0TU506
oTu42
0TU509
oTu777
0TU19
0TUS49
0TU677
oTu487
0TU145
0TU667
0TU771
0TU750
0TU543
0OTUS35
0TU153
0TU409
0TU609
0oTuU411
0TU34
OTUS17
0TU8s0
0TUS41
0TUB35
0TU136
0TU76
0TU542
0oTus31
0TU168
0TU71
0TU204
0Tu221
0oTu788
0TU20
0TUS82
0TUB34
0oTu832

0oTU672

0TU69

oTu14

0TU615
0oTu118
0TU505
0oTUu637
0TUB52
0oTU323
0TU715
0oTU729
0TU%4

0oTU780
0TU723
0oTu101
0oTu117
oTu93

0TU759
0oTUu9s

0TU173
0oTU124
0TU134
0OTUS10
0TU461
0oTU435
0TUB48
oTu722
0TU740
0oTU322
0TU538
0oTu255
0TU106

OO OORARNONWOROORAUVNWWONDOULRO®NUVOOO

&

ocwroomocouan

.
y]

-

-

ORA P NWOOOOUUOORRLOLOELERLOWR VOO ®WN O

o
kS

AR OOUVOGORNOONGVOR

CoORrOWOOOURWULOONOO

cow

o
Swunvwroulo

oo wonwn

ONNOOCOOOCOURMWNOORSOWW



Firmicutes Clostridia Clostridiales Ruminococcaceae  [Eubacterium]_coprostanoligenes_g uncultured_bacterium_g__[Eubacterium]_coprostanoligenes_group
Firmicutes Erysipelotrichia Erysipelotrichales  Erysipelotrichaceae  Erysipelatoclostridium Clostridiales_bacterium_CHKCI006
Firmicutes Clostridia Clostridiales i ied_f__| ified_f_|
Firmicutes Clostridia Clostridiales . UCG-013 uncultured_Clostridiaceae_bacterium_g__Ruminococcaceae_UCG-013
Firmicutes Clostridia Clostridiales Chri Chr . R-7_group human_gut_metagenome_g__Christensenellaceae_R-7_group
Firmicutes Clostridia Clostridiales F i ium |_bacterium_g__F jum
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus
Firmicutes Erysipelotrichia Erysipelotrichales  Erysipelotrichaceae  Turicibacter |_bacterium_g__Turici
Firmicutes Clostridia Clostridiales i i unclassified_g__Subdoligranulum
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus uncultured_Clostridiaceae_bacterium_g__Anaerotruncus
Firmicutes Clostridia Clostridiales Family_Xill unclassified_f__Family_XIII unclassified_f__Family_XIll
Firmicutes Clostridia Clostridiales i _UCG-014 unidentified_rumen_bacterium_Jw32
Firmicutes Clostridia Clostridiales Ruminococcaceae  Papillibacter unclassified_g__Papillibacter
Firmicutes Clostridia Clostridiales ified_f_ | ied_f i
Firmicutes Clostridia Clostridiales Peptococcaceae norank_f__Peptococcaceae uncultured_bacterium_g__norank_f__Peptococcaceae
Firmicutes Bacilli L L L i Lactobacillus_ingluviei
Firmicutes Clostridia Clostridiales Ruminococcaceae  [Eubacterium]_coprostanoligenes_g unclassified_g__[Eubacterium]_coprostanoligenes_group
Firmicutes Clostridia Clostridiales unclassified_o__Closti unclassified_o__Clostridiales unclassified_o__Clostridiales
Firmicutes Clostridia Clostridiales Ruminococcaceae  [Eubacterium]_coprostanoligenes_g unclassified_g__[Eubacterium]_coprostanoligenes_group
Firmicutes Clostridia Clostridiales Peptococcaceae norank_f_| ied_g__norank_f_|
Firmicutes Clostridia Clostridiales i . UCG-013 uncultured_bacterium_g__Ruminococcaceae_UCG-013
Pr ia  Gammapr ia  Enter jales Enter jaceae  Proteus Proteus_mirabilis
Firmicutes Clostridia Clostridiales i norank_f__| _g__norank_f_|
Firmicutes Clostridia Clostridiales Lachnospiraceae Tyzzerella_3 unclassified_g__ Tyzzerella_3
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_¢ norank_f__Bacteroidales_S24-7_gro uncultured_bacterium_g__norank_f__Bacteroidales_$24-7_group
Firmicutes Clostridia Clostridiales ified_f_| _f_ Rumi
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus
Firmicutes Clostridia Clostridiales L ified_f__L ied_f__L iraceae
Firmicutes Clostridia Clostridiales Ruminococcaceae  Caproiciproducens unclassified_g__Caproiciproducens
Firmicutes Clostridia Clostridiales Ruminococcaceae  Butyricicoccus unclassified_g__Butyricicoccus
Pr ia ia Burkholderial o Herminii uncultured_bacterium_g__Herminiimonas
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Moll norank_o__Mollicutes_RF9 _g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales i . UCG-013 unclassified_g__Ruminococcaceae_UCG-013
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__Mollicutes_RF9 gut_metagenome_g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales Peptococcaceae norank_f__Peptococcaceae uncultured_bacterium_g__norank_f__Peptococcaceae
Firmicutes Clostridia Clostridiales i ridium unclassified_g__Ruminiclostridium
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_g norank_f__Bacteroidales_S24-7_gro unclassified_g__norank_f__Bacteroidales_S24-7_group
Firmicutes Clostridia Clostridiales i . UCG-014 unclassified_g__Ruminococcaceae_UCG-014
Firmicutes Clostridia Clostridiales Peptococcaceae norank_f__Peptococcaceae uncultured_bacterium_g__norank_f__Peptococcaceae
Firmicutes Clostridia Clostridiales L ified_f__L _f_L iraceae
Firmicutes Clostridia Clostridiales L i ied_f__| _f_Lachnospiraceae
Firmicutes Clostridia Clostridiales L ified_f__L _f_L iraceae
Firmicutes Clostridia Clostridiales i ._UCG-005 uncultured_Clostridiales_bacterium_g__Ruminococcaceae_UCG-005
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Moll norank_o__Mollicutes_RF9 |_bacterium_g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales Ruminococcaceae  [Eubacterium]_coprostanoligenes_g unclassified_g__[Eubacterium]_coprostanoligenes_group
Firmicutes Clostridia Clostridiales Lachnospiraceae Coprococcus_1 unclassified_g__Coprococcus_1
Firmicutes Clostridia Clostridiales L i ied_f__L _f__Lachnospiraceae
Firmicutes Clostridia Clostridiales | _f__Rumi
Firmicutes Clostridia Clostridiales Chri Chr . R-7_group uncultured_organism_g__Christensenellaceae_R-7_group
Bacteroidetes  Bacteroidia Bacteroidales Porphyromonadaceae Odoribacter uncultured_bacterium_g__Odoribacter
Firmicutes Clostridia Clostridiales Clostridiales_vadinBB¢ norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales L ified_f__L _f_L iraceae
Firmicutes Bacilli Lactobacillales Enterococcaceae Enterococcus unclassified_g__Enterococcus
Bacteroidetes  Bacteroidia Bacteroidales Prevotellaceae Alloprevotella gut_metagenome_g__Alloprevotella
Firmicutes Clostridia Clostridiales i ied_f__| ified_f_|

i ia i ia i fal ia i jum Bifidobacterium_pseudolongum_PV8-2
Firmicutes Clostridia Clostridiales Chri norank_f__Chri: _g__norank_f__Christensenellaceae
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Moll norank_o__Mollicutes_RF9 _g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales i norank_f__| _g__norank_f_|
Firmicutes Clostridia Clostridiales F i ium |_bacterium_g_F ium
Firmicutes Clostridia Clostridiales | f_| |
Firmicutes Clostridia Clostridiales Peptococcaceae norank_f__Peptococcaceae uncultured_bacterium_g__norank_f__Peptococcaceae
Firmicutes Clostridia Clostridiales i ied_f__Rumi ified_f_|
Firmicutes Clostridia Clostridiales Candidatus_Soleafer |_bacterium_g__Candidatus_Soleaferrea
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus uncultured_bacterium_g__Anaerotruncus
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__Mollicutes_RF9 uncultured_bacterium_g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales Eubacteriaceae Anaerofustis |_bacterium_g__Anaerofusti
Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ unclassified_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales Peptococcaceae norank_f__Peptococcaceae uncultured_bacterium_g__norank_f__Peptococcaceae
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus
Bacteroidetes  Bacteroidia Bacteroidales Rikenellaceae Rikenellaceae_RC9_gut_group unclassified_g__Rikenellaceae_RC9_gut_group
Firmicutes Clostridia Clostridiales i ._UCG-005 unclassified_g__Ruminococcaceae_UCG-005
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Moll norank_o__Mollicutes_RF9 |_Erysipelotrichaceae_bacterium_g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales Clostridiaceae_1 Candidatus_Arthromitus Candidatus_Arthromitus_sp._SFB-mouse-Japan
Firmicutes Clostridia Clostridiales unclassified_g__Subdoligranulum
Firmicutes Clostridia Clostridiales norank_f__| _g__norank_f_|
Firmicutes Clostridia Clostridiales | f_| _f__Rumi
Firmicutes Clostridia Clostridiales | f_| |
Firmicutes Clostridia Clostridiales ridium_5 unclassified_g__Ruminiclostridium_5
Firmicutes Phascolarctobacterium uncultured_organism_g__Phascolarctobacterium
Firmicutes Clostridia Clostridiales Chr _R-7_group _g__Chri ._R-7_group
Firmicutes Clostridia Clostridiales Peptococcaceae P _g__norank_f_P
Firmicutes Clostridia Clostridiales _UCG-010 |_bacterium_g_| _UCG-010
Firmicutes Clostridia Clostridiales . UCG-013 unclassified_g__Ruminococcaceae_UCG-013
Firmicutes Clostridia Clostridiales ridium_5 unclassified_g__Ruminiclostridium_5
Firmicutes Clostridia Clostridiales L i ied_f__L _f__Lachnospiraceae
Firmicutes Clostridia Clostridiales i . UCG-013 unclassified_g__Ruminococcaceae_UCG-013
Firmicutes Clostridia Clostridiales Ruminococcaceae  Ruminococcus_1 uncultured_organism_g__Ruminococcus_1
Firmicutes Clostridia Clostridiales | ied_f_|
Firmicutes Clostridia Clostridiales Chri ied_f__Chri _f__Chr
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Moll norank_o__Mollicutes_RF9 _g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales i Candidatus_Soleaferrea uncultured_bacterium_g__Candidatus_Soleaferrea

ified_k__r ified_k__norank _k__nol _k__noran ified_k__norank unclassified_k__norank

Firmicutes Clostridia Clostridiales | f_| |
Firmicutes Clostridia Clostridiales Peptococcaceae norank_f__| _g__norank_f__}
Firmicutes Clostridia Clostridiales L i ied_f__L _f__Lachnospiraceae
Firmicutes Clostridia Clostridiales Ruminococcaceae [Eubacterium]_coprostanoligenes_g unclassified_g__[Eubacterium]_coprostanoligenes_group
Firmicutes Clostridia Clostridiales i . UCG-013 uncultured_Clostridiaceae_bacterium_g__Ruminococcaceae_UCG-013
Firmicutes Clostridia Clostridiales F i ium unclassified_g__Faecalibacterium
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_g norank_f__Bacteroidales_S24-7_gro uncultured_Bacteroidales_bacterium_g__norank_f__Bacteroidales_$24-7_group
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Moll norank_o__Mollicutes_RF9 _g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales Chri Chr _group  uncultured_organism_g__Christensenellaceae_R-7_group
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus
Firmicutes Clostridia Clostridiales i . UCG-013 uncultured_bacterium_g__Ruminococcaceae_UCG-013
Firmicutes Clostridia Clostridiales _NK4A214_group unclassified_g_ Ruminococcaceae_NK4A214_group
Firmicutes Clostridia Clostridiales Chri Chr . R-7_group _g__Chr . R-7_group
Firmicutes Bacilli Bacillales Staphylococcaceae  Staphylococcus Staphylococcus_warneri
Firmicutes Bacilli Bacillales Staphylococcaceae  Staphylococcus . lentus_g__
Firmicutes Clostridia Clostridiales ified_f_| _f_ Rumi
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__| _RF9 _g__norank_o__| _RF9
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Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus uncultured_bacterium_g__Anaerotruncus

i ia i ia Micr Intraspor Terrabacter uncultured_bacterium_g__Terrabacter
Firmicutes Clostridia Clostridiales i ied_f__| ified_f_|
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_¢ norank_f__Bacteroidales_S24-7_gro uncultured_bacterium_g__norank_f__Bacteroidales_S24-7_group
Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ unclassified_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales i ridium |_bacterium_g_| i idium
Firmicutes Clostridia Clostridiales Chri Chr . R-7_group _g_ Chr . R-7_group
Cyanobacteria  Cyanobacteria norank_c__Cyanob norank_c__Cyanobact norank_c__C ia _g__norank_c__C ia
Bacteroidetes  Bacteroidia Bacteroidales Prevotellaceae Prevotellaceae_UCG-001 uncultured_Bacteroidales_bacterium_g__Prevotellaceae_UCG-001
Firmicutes Bacilli L L L i unclassified_g__Lactobacillus
Firmicutes Clostridia Clostridiales i idium_9 Clostridiales_bacterium_NK3B98_g__Ruminiclostridium_9
Firmicutes Clostridia Clostridiales . UCG-013 |_bacterium_g__| _UCG-013
Bacteroidetes  Bacteroidia Bacteroidales Rikenellaceae Alistipes gut_metagenome_g__Alistipes
Firmicutes Clostridia _c_Clo _c_ Clostr . Clostridia unclassified_c__Clostridia
Firmicutes Clostridia Clostridiales Chri norank_f__Chri: _g__norank_f__Christensenellaceae
Firmicutes Clostridia Clostridiales L ified_f__L _f_L iraceae
Bacteroidetes  Bacteroidia Bacteroidales Prevotellaceae Paraprevotella unclassified_g__Paraprevotella
Firmicutes Clostridia Clostridiales Peptococcaceae norank_f__| _g__norank_f__}
Firmicutes Clostridia Clostridiales Lachnospiraceae Lachnospiraceae_NK4A136_group  unclassified_g__Lachnospiraceae_NK4A136_group
Firmicutes Clostridia Clostridiales Family_XIll [Eubacterium]_brachy_group uncultured_bacterium_g__[Eubacterium]_brachy_group
Firmicutes Clostridia Clostridiales L i ied_f__L i _f__Lachnospiraceae
Firmicutes Clostridia Clostridiales i _UCG-005 uncultured_bacterium_adhufec311
Firmicutes Clostridia Clostridiales _UCG-009 uncultured_bacterium_g__Ruminococcaceae_UCG-009
Firmicutes Clostridia Clostridiales ridium_1 unclassified_g__Ruminiclostridium_1
Actinobacteria  Actinobacteria Micrococcales Micrococcaceae Pseudarthrobacter unclassified_g__Pseudarthrobacter
Firmicutes Clostridia Clostridiales i _UCG-010 unclassified_g__Ruminococcaceae_UCG-010
Firmicutes Clostridia Clostridiales Clostridiaceae_1 Clostridium_sensu_stricto_1 uncultured_bacterium_g__Clostridium_sensu_stricto_1
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus uncultured_bacterium_g__Anaerotruncus
Firmicutes Clostridia Clostridiales i . UCG-014 unclassified_g__Ruminococcaceae_UCG-014
Firmicutes Erysipelotrichia Erysipelotrichales  Erysipelotrichaceae  Faecalibaculum |_bacterium_g_F
Firmicutes Clostridia Clostridiales i | f_| |
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus
Actinobacteria  Actinobacteria Coriobacteriales  Coriobacteriaceae  Coriobacteriaceae_UCG-002 uncultured_bacterium_g__Coriobacteriaceae_UCG-002
Firmicutes Clostridia Clostridiales Chr Chri _R-7_group _g__Chri ._R-7_group
Firmicutes Clostridia Clostridiales i . UCG-010 uncultured_bacterium_g__Ruminococcaceae_UCG-010
Firmicutes Clostridia Clostridiales Chr norank_f__Chr |_bacterium_g__norank_f__Christensenellaceae
Firmicutes Clostridia Clostridiales Chri Chr . R-7_group uncultured_bacterium_g__Christensenellaceae_R-7_group
Actinobacteria  Actinobacteria Coriobacteriales  Coriobacteriaceae unclassified_f _Coriobacteriaceae unclassified_f__Coriobacteriaceae
Firmicutes Clostridia Clostridiales i | f_| |
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_¢ norank_f__Bacteroidales_S24-7_gro uncultured_bacterium_g__norank_f__Bacteroidales_S24-7_group
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus
Firmicutes Clostridia Clostridiales i . UCG-013 uncultured_Clostridiales_bacterium_g__Ruminococcaceae_UCG-013
Firmicutes Clostridia Clostridiales . UCG-010 uncultured_organism_g__Ruminococcaceae_UCG-010
Saccharibacteria Unknown_Class_p__Sacc Unknown_Order_c_ Unknown_Family_o__ Candidatus_Saccharimonas uncultured_bacterium_g__Candidatus_Saccharimonas
Firmicutes Clostridia Clostridiales L i ied_f__L _f__Lachnospiraceae
Chloroflexi KD4-96 norank_c__KD4-96 norank_c__KD4-96  norank_c__KD4-96 unclassified_g__norank_c__KD4-96
Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ unclassified_g__norank_f__Clostridiales_vadinBB60_group
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Moll norank_o__Mollicutes_RF9 _g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales i ied_f__Rumi |
Pr ia  Alphap ia K _bacterium_g__
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__| _RF9 _g__norank_o__| _RF9
Firmicutes Erysipelotrichia Erysipelotrichales  Erysipelotrichaceae  Turicibacter |_bacterium_g__Turici
Firmicutes Clostridia Clostridiales Lachnospiraceae Coprococcus_1 intestinal_bacterium_CG19-1
Firmicutes Clostridia Clostridiales Peptococcaceae norank_f__| _g__norank_f__}
Firmicutes Clostridia Clostridiales Peptococcaceae norank_f__P _g__norank_f_P
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidaceae Bacteroides Bacteroides_acidifaciens
Firmicutes Clostridia Clostridiales i ied_f__| |
Firmicutes Clostridia Clostridiales Lachnospiraceae Butyrivibrio uncultured_organism_g__Butyrivibrio
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__Mollicutes_RF9 uncultured_bacterium_g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales L ified_f__L _f_L iraceae
Pr ia ia izobi Bradyr Bradyrhizobium Bradyrhizobium_elkanii
Chloroflexi c Chlorof i uncultured_bacterium_g__Roseiflexus
Pre ia ia izobi aceae  norank_f_) aceae uncultured_bacterium_g__norank_f__Xanthobacteraceae
Firmicut |_p__Firmicut _p__Fir _p__Firmit |_p__Firmicutes unclassified_p__Firmicutes
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus uncultured_Clostridiales_bacterium_g__Anaerotruncus
Firmicutes Clostridia Clostridiales i t bacterium _bacterium_Marseille-P2399
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_¢ norank_f__Bacteroidales_S24-7_gro uncultured_bacterium_g__norank_f__Bacteroidales_S24-7_group
Bacteroidetes  Bacteroidia Bacteroidales Prevotellaceae Prevotellaceae_NK3B31_group uncultured_bacterium_g__Prevotellaceae_NK3B31_group
Pr a P ia Burkholderial Burkholderia Ralstonia unidentified_marine_bacterioplankton_g__Ralstonia
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__Mollicutes_RF9 uncultured_Erysipelotrichia_bacterium_g__norank
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus
Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales Chr _f__Chr i_f__Chri:
Firmicutes Clostridia Clostridiales Lachnospiraceae Tyzzerella unclassified_g__ Tyzzerella

i ia i ia i fal i ia i jum Bifidobacterium_pseudocatenulatum_DSM_20438__JCM_1200__LMG_10505
Firmicutes Clostridia Clostridiales Clostridiales_vadinBB¢ norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidaceae Bacteroides Bacteroides_sartorii
Firmicutes Clostridia Clostridiales i idium_5 unclassified_g__Ruminiclostridium_5
Firmicutes Clostridia Clostridiales Chr norank_f__Chr |_bacterium_g__norank_f__Christensenellaceae
Firmicutes Clostridia Clostridiales Ruminococcaceae  [Eubacterium]_coprostanoligenes_g unclassified_g__[Eubacterium]_coprostanoligenes_group
Firmicutes Clostridia Clostridiales i . UCG-013 unclassified_g__Ruminococcaceae_UCG-013
Chloroflexi c i Chloroflexal uncultured_bacterium_g__Roseiflexus
Firmicutes Clostridia Clostridiales | _f_ Rumi
Firmicutes Bacilli L i L i L Lactobacillus_saerimneri
Firmicutes Clostridia Clostridiales Ruminococcaceae  Ruminococcus_1 |_organism_g__Rumii 1
Deferribacteres Deferribacteres Deferribacterales  Deferribacteraceae  Mucispirillum uncultured_bacterium_g__Mucispirillum
Chloroflexi c Chlorof i uncultured_bacterium_g__Roseiflexus
Actinobacteria  Actinobacteria Solirubrobacterales Solirubrobacteraceae Solirubrobacter uncultured_bacterium_g__Solirubrobacter
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__Mollicutes_RF9 uncultured_bacterium_g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales i ridium_5 |_bacterium_g__| idium_5
Firmicutes Clostridia Clostridiales . UCG-013 unclassified_g__Ruminococcaceae_UCG-013
Firmicutes Clostridia Clostridiales Peptococcaceae norank_f__Peptococcaceae uncultured_bacterium_g__norank_f__Peptococcaceae

i ia i ia __SuRB41 unclassified_g__RB41

ia ia iales Nocardi Marmoricola uncultured_bacterium_g__Marmoricola
Firmicutes Clostridia Clostridiales i ied_f__| |
Firmicutes Clostridia Clostridiales ridium_9 unclassified_g__Ruminiclostridium_9
ia ia Str unclassified_g__Streptomyces

Pr ia  Deltapr ia D jonales Di jonaceae D unclassified_g__Desulfovibrio
Firmicutes Clostridia Clostridiales L i ied_f__L _f_Lachnospiraceae
Firmicutes Clostridia Clostridiales Syntr y unclassified_g__Syntrophomonas
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_¢ norank_f__Bacteroidales_S24-7_gro uncultured_bacterium_g__norank_f__Bacteroidales_$24-7_group
Firmicutes Clostridia Clostridiales b p idium Peptoclostridium_difficile_g__Peptoclostridium
Firmicutes Erysipelotrichia Erysipelotrichales  Erysipelotrichaceae  [Clostridium]_innocuum_group uncultured_bacterium_g__[Clostridium]_innocuum_group
Firmicutes Clostridia Clostridiales i . UCG-009 |_bacterium_g__| _UCG-009
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus
Firmicutes Clostridia Clostridiales i ridium _organism_g__| i ridium
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_g norank_f__Bacteroidales_S24-7_gro uncultured_bacterium_g__norank_f__Bacteroidales_$24-7_group
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_¢ norank_f__Bacteroidales_S24-7_gro uncultured_bacterium_g__norank_f__Bacteroidales_S24-7_group
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_ norank_f__Bacteroidales_S24-7_gro uncultured_bacterium_g__norank_f__Bacteroidales_$24-7_group

0TUS3

0oTu270
0TU681
0OTU310
0TU528
0oTU633
0TUB95
0oTU258
0TU276
0oTU632
0TU130
0oTU807
0TU808
0oTU99

0TUS553
0oTU80

0TU308
0TUS9%6
0TU251
0TU335
0TU86

oTu215
0TUB41
0oTU178
0TU423
0oTu26

0oTU128
oTu245
0TU429

0TUS46
0TU571
0TU806
0TU108
oTu112
0TU374
0TU395
0TUB50
oTu92

0TU358
0oTU431
0TU668
0TU790
0TU369
0oTU459
0TU503
0TU686
0TU753
0oTU829
0TU304
0OTU350
0TU380
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Firmicutes Clostridia Clostridiales Candidatus_Soleaferrea _bacterium_GD6
Firmicutes Clostridia Clostridiales ified_f_| f
Firmicutes Clostridia Clostridiales _UCG-009 uncultured_bacterium_g__Ruminococcaceae_UCG-009
Firmicutes Clostridia Clostridiales _f__Rumi
Firmicutes Clostridia Clostridiales Chri norank_f__Chri: uncultured_bacterium_g__norank_f__Christensenellaceae
Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_g norank_f__Bacteroidales_S24-7_gro unclassified_g__norank_f__Bacteroidales_S24-7_group
i ia i ia Ther i Actinomadura_hallensis
Firmicutes Clostridia Clostridiales i idium_5 unclassified_g__Ruminiclostridium_5
i ia i ia Corynebacterial ia ium unclassified_g__Mycobacterium
Firmicutes Clostridia Clostridiales Ruminococcaceae  Ruminococcus_1 unclassified_g__Ruminococcus_1
Bacteroidetes  Bacteroidia Bacteroidales Rikenellaceae Alistipes Alistipes_sp._CHKCI003
Firmicutes Clostridia Clostridiales i . UCG-010 unclassified_g__Ruminococcaceae_UCG-010
Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_\ . |_prokaryote_g__norank_f__Clostridiales_vadinBB60_group
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_¢ norank_f__Bacteroidales_S24-7_gro uncultured_bacterium_g__norank_f__Bacteroidales_$24-7_group
Verrucomicrobia Spartobacteria Chthoniobacterales DA101_soil_group ~ norank_f__DA101_soil_group uncultured_Prosthecobacter_sp._g__norank_f__DA101_soil_group
e 2 G ia ilale: norank_o__Gastranae norank_o__( i _g__norank_o__ i
Pr ia  Epsilonpr a G Heli a b Helicobacter_ganmani
Firmicutes Clostridia Clostridiales _UCG-007 unclassified_g__Ruminococcaceae_UCG-007
Pr ia  Alphap ia antl aceae  Variibacter uncultured_forest_soil_bacterium_g__Variibacter
Firmicutes Clostridia Clostridiales i idium_5 uncultured_organism_g__Ruminiclostridium_5
Gemmatimonade Gemmat i Gemmatimonas uncultured_soil_bacterium_g__Gemmatimonas
ia ia ales Nocardioi Kribbella uncultured_bacterium_g__Kribbella
ia ia dia _bacterium_g__|
Firmicutes Clostridia Clostridiales L i ied_f__| _f__Lachnospiraceae
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus
Actinobacteria  Actinobacteria Coriobacteriales  Coriobacteriaceae  Gordonibacter unclassified_g__Gordonibacter
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus
ied_k__t _k__norank _k__nol _k__noran ied_k__norank unclassified_k__norank
Pr ia  Alphap ia antl aceae  Variibacter uncultured_forest_soil_bacterium_g__Variibacter
ia ia Micr ales Micr aceae Longispora uncultured_bacterium_g__Longispora
ia ia Franki idothermacea Acidothermus Thermomonosporaceae_bacterium_YE4-D4-16-CH2
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__| _RF9 _g__norank_o__| _RF9
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidaceae Bacteroides unclassified_g__Bacteroides
Firmicutes Clostridia Clostridiales i | f_| f
Firmicutes Clostridia Clostridiales Chr ified_f__Chr _f__Chri:
Firmicutes Clostridia Clostridiales i . UCG-010 uncultured_bacterium_g__Ruminococcaceae_UCG-010
Bacteroidetes  Bacteroidia Bacteroidales Rikenellaceae Rikenella uncultured_bacterium_g__Rikenella
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_¢ norank_f__Bacteroidales_S24-7_gro uncultured_bacterium_g__norank_f__Bacteroidales_$24-7_group
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_¢ norank_f__Bacteroidales_S24-7_gro unclassified_g__norank_f__Bacteroidales_S24-7_group
ia ia Micr ales Micr aceae ied_f__Micr ace: _f_Mic
Actinobacteria  Actinobacteria Gaiellales Gaiellaceae Gaiella uncultured_bacterium_g__Gaiella
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_g norank_f__Bacteroidales_S24-7_gro uncultured_Bacteroidales_bacterium_g__norank_f__Bacteroidales_$24-7_group
i ia i ia i iales Nocardi _bacterium_g__Nocardioid
Actinobacteria  Actinobacteria norank_c__Actinob norank_c__Actinobact norank_c__Actinobacteria uncultured_bacterium_g__norank_c__Actinobacteria
Firmicutes Clostridia Clostridiales | _f__Rumi
Pr ia ia izobi iaceae Meganema_perideroedes
Firmicutes Clostridia Clostridiales | ied_f_|
Pr ia ia Burkholderial Parasutterella Sutterellaceae_bacterium_YL45
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_¢ norank_f__Bacteroidales_S24-7_gro unclassified_g__norank_f__Bacteroidales_S24-7_group
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_g norank_f__Bacteroidales_S24-7_gro uncultured_Bacteroidales_bacterium_g__norank_f__Bacteroidales_S24-7_group
Chloroflexi i naerolineal naer norank_f__Anaer | _g__norank_f__Anaerolineaceae
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_g norank_f__Bacteroidales_S24-7_gro uncultured_bacterium_g__norank_f__Bacteroidales_$24-7_group
Chloroflexi c Chlorof i uncultured_bacterium_g__Roseiflexus
Firmicutes Clostridia Clostridiales L i L idium unclassified_g__Lachnoclostridium
Chloroflexi c Chlorof uncultured_bacterium_g__Roseiflexus
Actinobacteria  Actinobacteria Corynebacteriales Nocardiaceae Rhodococcus Rhodococcus_erythropolis
Pr fa  Gammapr a unclassified_g__Acinetobacter
Firmicutes Clostridia Clostridiales Clostridiaceae_1 Clostridium_sensu_stricto_1 unclassified_g__Clostridium_sensu_stricto_1
Firmicutes Clostridia Clostridiales Chr Chri _R-7_group |_Clostridiaceae_bacterium_g__Christensenellaceae_R-7_group
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus
Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_\ . |_prokaryote_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales i Candidatus_Soleaferrea _bacterium_Marseille-P2935
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Moll norank_o__Mollicutes_RF9 |_bacterium_g__norank_o__Mollicutes_RFS
Firmicutes |_p__Firmicut ified_p__Fir ified_p__Firmi |_p__Firmicutes unclassified_p__Firmicutes
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_¢ norank_f__Bacteroidales_S24-7_gro uncultured_bacterium_g__norank_f__Bacteroidales_S24-7_group
Bacteroidetes  Bacteroidia Bacteroidales Rikenellaceae Alistipes uncultured_bacterium_g__Alistipes
i ia i ia lir lir ae Solirubr _bacterium_g__Solir
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_g norank_f__Bacteroidales_S24-7_gro uncultured_bacterium_g__norank_f__Bacteroidales_$24-7_group
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidaceae Bacteroides unclassified_g__Bacteroides
Chioroflexi c i Chloroflexal i uncultured_bacterium_g__Roseiflexus
Acidobacteria  Acidobacteria norank_c__Acidobz norank_c__ norank_c__Aci ia N jales_bacterium_g__norank_c__Acidobacteria
Pr ia  Epsilonpr ia G C Arcobacter unclassified_g__Arcobacter
Gemmatimonade Gemmat il Gemmatimonas unclassified_g__Gemmatimonas
Pr ia ia | f_| f_M
Pr ia  Alphap ia a unclassified_g__Pannonibacter
Pr ia  Epsilonpr a ¢ H aceae  Hi Helicobacter_hepaticus
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Moll norank_o__Mollicutes_RF9 _g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales i i i |
Firmicutes Clostridia Clostridiales Chr norank_f_( |_bacterium_g__norank_f__Christensenellaceae
Firmicutes Clostridia Clostridiales i ied_f__| f
Firmicutes Clostridia Clostridiales ridium |_bacterium_g__| i idium
Bacteroidetes  Bacteroidia Bacteroidales Porphyromonadaceae Parabacteroides uncultured_organism_g__Parabacteroides
Bacteroidetes  Bacteroidia Bacteroidales Rikenellaceae Alistipes uncultured_bacterium_g__Alistipes
Actinobacteria  Actinobacteria Acidimicrobiales  norank_o__Acidimicrc norank_o__Acidimicrobiales uncultured_Acidimicrobiales_bacterium_g__norank
Chloroflexi 5085 norank_c__S085  norank_c__S085 norank_c__S085 uncultured_Chloroflexi_bacterium_g__norank_c__S085
Pr ia ia  Rhodospirillal norank_f__/ uncultured_bacterium_g__norank_f__Acetobacteraceae
Chloroflexi TK10 norank_c_ TK10  norank_c__TK10 norank_c__TK10 unclassified_g__norank_c__TK10
Actinobacteria  Actinobacteria Micrococcales Brevibacteriaceae  Brevibacterium unclassified_g__Brevibacterium
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_¢ norank_f__Bacteroidales_S24-7_gro uncultured_organism_g__norank_f__Bacteroidales_S24-7_group
Firmicutes Erysipelotrichia Erysipelotrichales  Erysipelotrichaceae  Erysipelatoclostridium uncultured_bacterium_g__Erysipelatoclostridium
Pr ia p ia Nitr Nitr norank_f__Nitr _g__norank_f__Nitr
Firmicutes Clostridia Clostridiales i . UCG-014 uncultured_Firmicutes_bacterium_g__Ruminococcaceae_UCG-014
Firmicutes Clostridia Clostridiales _UCG-010 unclassified_g__Ruminococcaceae_UCG-010
Tenericutes Mollicutes norank_f__| _g__norank_f_|
Firmicutes Clostridia Clostridiales Chr Chri _R-7_group _g__Chri ._R-7_group
Bacteroidetes Bacteroidia Bacteroidales Bacteroidaceae Bacteroides Bacteroides_caccae
F iia F fal F ia Cloaci ium |_bacterium_g__C jum
Firmicutes Clostridia Clostridiales . UCG-010 uncultured_bacterium_g__Ruminococcaceae_UCG-010
Pr ia  Gammapr a Acinetobacter_guillouiae
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_g norank_f__Bacteroidales_S24-7_gro uncultured_bacterium_g__norank_f__Bacteroidales_$24-7_group
i ia i ia idimicrobial idimicrobia CL500-29_marine_group uncultured_bacterium_g__CL500-29_marine_group
ia ia jale: iaceae_S norank_f_ iaceae_Suby uncultured_bacterium_g__norank_f__Acidobacteriaceae__Subgroup_1_
Pr ia phap! a Rhodospirillal Rhodospirilla norank_f__Rhodospirilla i_g__norank_f__Rhodospirillat
ia ia i ales Nocardioi ied_f__Nocar _f_Nocardi
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidaceae Bacteroides Bacteroides_stercoris_ATCC_43183
Chloroflexi c i Chloroflexal i uncultured_bacterium_g__Roseiflexus
Chloroflexi aerolineal \aer norank_f__Anaerolineaceae Chloroflexi_bacterium_OLB13
ia ia iales Nocardioi Nocardioides unclassified_g__Nocardioides
Chloroflexi Thermomicrobia 1G30-KF-CM45 norank_o__JG30-KF-C norank_o__JG30-KF-CM45 unclassified_g__norank_o__JG30-KF-CM45
Chloroflexi Gitt-GS-136 norank_c__Gitt-GS- norank_c__Gitt-GS-13 norank_c__Gitt-GS-136 uncultured_bacterium_g__norank_c__Gitt-GS-136
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Actinobacteria  Actinobacteria Acidimicrobiales  lamiaceae lamia uncultured_bacterium_g__lamia
il ia il ia Franki: Geoder il _| _Sp._g__|
ia ia iales Nocardioi Nocardioides uncultured_organism_g__Nocardioides
Gemmatimonade Gemmat i norank_f__( |_Gemmat _bacterium_g__norank_f__Gemmatimonadaceae
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus uncultured_bacterium_g__Anaerotruncus
Firmicutes Clostridia Clostridiales Lachnospiraceae Coprococcus_1 unclassified_g__Coprococcus_1
Firmicutes Clostridia Clostridiales i Candidatus_Soleaferrea Candidatus_Soleaferrea_massiliensis
Cyanobacteria  Cyanobacteria norank_c__Cyanob norank_c__Cyanobact norank_c__C ia _g__norank_c__C ia
Firmicutes Clostridia Clostridiales i _UCG-010 unclassified_g__Ruminococcaceae_UCG-010
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_¢ norank_f__Bacteroidales_S24-7_gro unclassified_g__norank_f__Bacteroidales_S24-7_group
Firmicutes Clostridia Clostridiales i . UCG-010 uncultured_bacterium_g__Ruminococcaceae_UCG-010
Pr ia  Deltapr ia D ionales Di ionaceae D |_bacterium_g__D o
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_¢ norank_f__Bacteroidales_S24-7_gro uncultured_bacterium_g__norank_f__Bacteroidales_$24-7_group
Pr ia P ia Burkholderial C L C f_C
Firmicutes Bacilli Bacillales i | f_| f
Firmicutes Bacilli Bacillales Bacillaceae Bacillus Bacillus_anthracis_g__Bacillus
Pra ia ia i i ia norank_f__Mitochondria Brassica_nigra__black_mustard_
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus Anaerotruncus_sp._G3_2012_

Verrucomicrobia

Spartobacteria

Chthoniobacterales

DA101_soil_group  norank_f__DA101_soil_group
norank_o__Acidimicrc norank_o__Acidimicrobiales

uncultured_Spartobacteria_bacterium_g__norank
uncultured_bacterium_g__norank_o__Acidimicrobiales

Chioroflexi naerolineal naeroli norank_f__Anaer _g__norank_f__Anaer

i ia ia dia unclassified_g__Pseudonocardia

ia ia __SuRB41 uncultured_Acidobacteria_bacterium_g__RB41

Actinobacteria  Actinobacteria Gaiellales norank_o__Gaiellales norank_o__Gaiellales uncultured_bacterium_g__norank_o__Gaiellales
Chioroflexi c i Chloroflexal i uncultured_bacterium_g__Roseiflexus
Chloroflexi c Chlorof uncultured_bacterium_g__Roseiflexus

i ia i ia __SuRB41 unclassified_g__RB41

ia ia libacter libacteraceae__Sub B) I ium_sp._g__B

Nitrospirae Nitrospira norank_c__Nitrospi norank_c__Nitrospira Nitrospira unclassified_g__Nitrospira

i ia i ia idimicrobial idimicrobiales_Incel Candidatus_Microthrix uncultured_bacterium_g__Candidatus_Microthrix
Chioroflexi naerolineal naeroli norank_f__Anaer _g__norank_f__Anaer
Firmicutes Clostridia Clostridiales Lachnospiraceae norank_f__L L _bacterium_A2
Actinobacteria  Actinobacteria Solirubrobacterales Gsoil-1167 norank_f__Gsoil-1167 uncultured_bacterium_g__norank_f__Gsoil-1167
Pr ia  Alphap ia Bradyrhizobi Bosea unclassified_g__Bosea
Chloroflexi Ktedonobacteria 1G30-KF-AS9 norank_o__JG30-KF-A norank_o__JG30-KF-AS9 uncultured_bacterium_g__norank_o__JG30-KF-AS9
Gemmatimonade Gemmat il il Gemmatimonas unclassified_g__Gemmatimonas
Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ unclassified_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales L ified_f__L _f_L iraceae
Firmicutes Clostridia Clostridiales i | f_| |
Firmicutes Clostridia Clostridiales | f
Firmicutes Clostridia Clostridiales ._UCG-005 unclassified_g__Ruminococcaceae_UCG-005
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus
Firmicutes Clostridia Clostridiales Clostridiaceae_1 Clostridium_sensu_stricto_1 human_gut_metagenome_g__Clostridium_sensu_stricto_1
Firmicutes Clostridia Clostridiales Chr Chri _R-7_group ied_g__ Chri ._R-7_group
Bacteroidetes  Bacteroidia Bacteroidales Porphyromonadaceae Odoribacter uncultured_bacterium_g__Odoribacter
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_¢ norank_f__Bacteroidales_S24-7_gro uncultured_bacterium_g__norank_f__Bacteroidales_S24-7_group

Acidobacteria
Gemmatimonade
Acidobacteria
Proteobacteria
Planctomycetes
Actinobacteria
Acidobacteria
Actinobacteria

Acidobacteria

norank_c_Acidobz

_Acidobacteria

norank_c_Acidobactc norank

uncultured_Acidobacteriales_bacterium_g__norank_c__Acidobacteria

Gemmat _f_¢ _f__Gemmat

Acidobacteria norank_c__Acidobz norank_c__Acidobactc norank_c__/ ia _g__norank_c_/ ia
Betaproteobacteria Neisseriales Neisseriaceae Neisseria unclassified_g_ Neisseria

OM190 norank_c__OM190 norank_c__OM190  norank_c__OM190 uncultured_bacterium_g__norank_c__OM190
Actinobacteria Coriobacteriales  Coriobacteriaceae  Parvibacter uncultured_bacterium_g__Parvibacter

Acidobacteria
Actinobacteria

Pr ia
Chloroflexi
ia

Gammapr ia

norank_c_Acidobz

Gaiellales

BD7-8_marine_grot

norank_c__Acidobactc norank_c__Acidobacteria
norank_o__Gaiellales norank_o__Gaiellales
norank_o__BD7-8_ma norank_o__BD7-8_marine_group

cl
ia

Chlorof

uncultured_prokaryote_g__norank_c_Acidobacteria
uncultured_Rubrobacteria_bacterium_g__norank
unclassified_g__norank_o__BD7-8_marine_group
uncultured_bacterium_g__Roseiflexus

ale:

Nocardioi ied_f__Nocar

f__Nocardi

Saccharibacteria
Acidobacteria
Firmicutes
Firmicutes
Acidobacteria
Saccharibacteria
Chloroflexi

norank_p__Saccharibact
Acidobacteria

Bacilli

Clostridia

Acidobacteria
norank_p__Saccharibact

norank_p__Sacchar
norank_c_Acidobz

Bacillales
Clostridiales

norank_c__Acidobz
_Sacchar

norank_|

norank_p__Saccharibz norank_p__Saccharibacteria
norank_c_Acidobact: norank_c_Acidobacteria

uncultured_bacterium_g__norank_p__Saccharibacteria
uncultured_bacterium_66

f f
Clostridiales_vadinBB¢ norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
norank_c__ norank_c__Acil ia _g__norank_c__Aci ia
norank_p__Saccharibz norank_p__Saccharibacteria uncultured_bacterium_g__norank_p__Saccharibacteria
haer norank haer i_g__norank_f__Anaer

Bacteroidetes  Bacteroidia Bacteroidales Porphyromonadaceae Odoribacter uncultured_bacterium_g__Odoribacter
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_¢ norank_f__Bacteroidales_S24-7_gro uncultured_bacterium_g__norank_f__Bacteroidales_S24-7_group
Bacteroi Cytoph: ¢ ¢ Persici uncultured_bacterium_g__Persicitalea
Pr ia  Deltapr a Blriia1 norank_f__Blrii41 unclassified_g__norank_f__Blriia1
Chloroflexi _p__ Chlorofl _p_Ch _p__Chlor _p__Chloroflexi unclassified_p__Chloroflexi
4 4 i norank_f__| ied_g__norank_f__|
Nitrospirae Nitrospira norank_c__Nitrospi norank_c__Nitrospira Nitrospira unclassified_g__Nitrospira
i ia i ia idimicrobial OM1_clade norank_f__OM1_clade unclassified_g__norank_f__OM1_clade
Firmicutes Clostridia Clostridiales Lachnospiraceae norank_f__Lachnospiraceae uncultured_bacterium_g__norank_f__Lachnospiraceae
Gemmatimonade Gemmat i i Gemmatimonas _bacterium_g_ ¢ i
Chloroflexi Thermomicrobia 1G30-KF-CM45 norank_o__JG30-KF-C norank_o__JG30-KF-CM45 uncultured_Sphaerobacter_sp._g__norank
Pr ia phap ia Rhodospirillal norank_f__/ |_bacterium_g__norank_f__Acetobacteraceae

Actinobacteria

Actinobacteria

Coriobacteriales

Coriobacteriaceae Coriobacteriaceae_UCG-002

uncultured_bacterium_g__Coriobacteriaceae_UCG-002

ia ia i_c__Aci i_c__Acido |_c__/ a _c__/ ia
Chloroflexi Ktedonobacteria €0119 norank_o__C0119  norank_o__C0119 unclassified_g__norank_o__C0119
ified_k__r k__norank _k__nol _k__noran ified_k__norank unclassified_k__norank
| k_r |_k__norank _k__nol _k__noran ied_k__norank unclassified_k__norank
Kt k__norank _k__nol _k__noran ified_k__norank unclassified_k__norank
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_UCG-005

_UCG-014

_UCG-014

_UCG-014

Phylum Class Order Family Genus Species

Firmicutes Clostridia Clostridiales F i ium |_bacterium_g__F ium

Bacteroidetes  Bacteroidia Bacteroidales Rikenellaceae Alistipes gut_metagenome_g__Alistipes

Firmicutes Clostridia Clostridiales Lachnospiraceae [Ruminococeus]_torques_group  uncultured_Clostridiales_bacterium_g__[Ruminococcus]_torques_group
Pr ia  Gammapr ia  Enterobacteriales Enterobacteriaceae  Escherichia-Shigella Escherichia_coli_g__Escherichia-Shigella

Firmicutes Clostridia Clostridiales F i ium bacterium_ic1379

Bacteroidetes  Bacteroidia Bacteroidales Rikenellaceae Alistipes unclassified_g__Alistipes

Firmicutes Bacilli L L L i unclassified_g__Lactobacillus

Firmicutes Clostridia Clostridiales uncultured_bacterium_g__Subdoligranulum

Firmicutes Clostridia Clostridiales L _f_L _f_L iraceae

Firmicutes Clostridia Clostridiales Lachnospiraceae Blautia unclassified_g__Blautia

Firmicutes Clostridia Clostridiales Lachnospiraceae Eisenbergiella |_bacterium_g__Eisenbergiell

Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus

Firmicutes Clostridia Clostridiales L _f_L _f_L iraceae

Firmicutes Bacilli L i L L Lactobacillus_salivarius

Firmicutes Clostridia Clostridiales Lachnospiraceae Shuttleworthia uncultured_bacterium_g__Shuttleworthia

Firmicutes Clostridia Clostridiales Ruminococcaceae  Butyricicoccus uncultured_bacterium_g__Butyricicoccus

Firmicutes Clostridia Clostridiales Lachnospiraceae [Ruminococcus]_torques_group unclassified_g__[Ruminococcus]_torques_group
Firmicutes Clostridia Clostridiales L i L idium unclassified_g__Lachnoclostridium

Firmicutes Clostridia Clostridiales ridium_9 unclassified_g__Ruminiclostridium_9

Firmicutes Clostridia Clostridiales unclassified_g__Subdoligranulum

Firmicutes Clostridia Clostridiales _UCG-014 unclassified_g__Ruminococcaceae_UCG-014

Pre ia ia Burkholderial Parasutterella uncultured_organism_g__Parasutterella

Firmicutes Clostridia Clostridiales F i ium |_bacterium_g__F ium

Firmicutes Clostridia Clostridiales Clostridiales_vadinBB¢ norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales F i ium |_bacterium_g__F ium

Firmicutes Clostridia Clostridiales L | f_ L _f__Lachnospiraceae

Firmicutes Bacilli L L L Lactobacillus_vaginalis

Firmicutes Clostridia Clostridiales Lachnospiraceae Sellimonas unclassified_g__Sellimonas

Firmicutes Clostridia Clostridiales L ified_f__L _f_L iraceae

Firmicutes Clostridia Clostridiales norank_f__| _g__norank_f_|

Firmicutes Erysipelotrichia Erysipelotrichales  Erysipelotrichaceae  Erysipelatoclostridium bacterium_ic1391

Firmicutes Clostridia Clostridiales Ruminococcaceae  [Eubacterium]_coprostanoligenes_g unclassified_g__[Eubacterium]_coprostanoligenes_group
Firmicutes Bacilli L Enter Enterococcus_cecorum

Firmicutes Clostridia Clostridiales L | f_ L _f_Lachnospiraceae

Firmicutes Clostridia Clostridiales _f_ _f_| i

Firmicutes Clostridia Clostridiales L L idium Clostridium_sp._BR31

Firmicutes Clostridia Clostridiales norank_f__| Clostridiales_bacterium_24-4c

Firmicutes Bacilli Bacillales ied_f__ _f__|

Firmicutes Clostridia Clostridiales Lachnospiraceae [Ruminococeus]_torques_group  uncultured_Clostridiales_bacterium_g__[Ruminococcus]_torques_group
Firmicutes Clostridia Clostridiales Lachnospiraceae [Eubacterium]_hallii_group uncultured_bacterium_g__[Eubacterium]_hallii_group
Firmicutes Clostridia Clostridiales Lachnospiraceae Anaerostipes Anaerostipes_butyraticus

Firmicutes Clostridia Clostridiales i . UCG-014 uncultured_bacterium_g__Ruminococcaceae_UCG-014
Firmicutes Clostridia Clostridiales Lachnospiraceae Sellimonas. bacterium_P1C11

Firmicutes Clostridia Clostridiales Chri: Chr _R-7_group ified_g__Chr _R-7_group

Firmicutes Clostridia Clostridiales Ruminococcaceae Butyricicoccus unclassified_g__Butyricicoccus

Bacteroidetes Bacteroidia Bacteroidales Bacteroidaceae Bacteroides Bacteroides_acidifaciens

Firmicutes Clostridia Clostridiales i _UCG-014 unclassified_g__Ruminococcaceae_UCG-014

Firmicutes Clostridia Clostridiales L L idium unclassified_g__Lachnoclostridium

Firmicutes Clostridia Clostridiales _UCG-005 _organism_g__|

Firmicutes Erysipelotrichia Erysipelotrichales  Erysipelotrichaceae  Erysipelatoclostridium [Clostridium]_spiroforme

Tenericutes Mollicutes Mollicutes_RF9 norank_o__Moll norank_o__| i _RF9 _bacterium_g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales Lachnospiraceae Tyzzerella uncultured_organism_g__Tyzzerella

Firmicutes Clostridia Clostridiales i ridium _bacterium_g__| idium

Firmicutes Clostridia Clostridiales Ruminococcaceae  Butyricicoccus Butyricicoccus_pullicaecorum_1.2

Firmicutes Clostridia Clostridiales i _UCG-014 _bacterium_g__|

Firmicutes Clostridia Clostridiales Lachnospiraceae norank_f__Lachnospiraceae Clostridiales_bacterium_CHKCIO01

Pr ia  Gammapr ia Pseudomonas_brenneri

Firmicutes Clostridia Clostridiales norank_f__| _g__norank_f_|

Firmicutes Clostridia Clostridiales i _UCG-014 unidentified_rumen_bacterium_Jw32

Firmicutes Clostridia Clostridiales . UCG-014 uncultured_rumen_bacterium_g__Ruminococcaceae_UCG-014
Firmicutes Clostridia Clostridiales L L iraceae_NK4A136_group  unclassified_g__Lachnospiraceae_NK4A136_group
Firmicutes Clostridia Clostridiales Clostridiales_vadinBB¢ norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales Lachnospiraceae Coprococcus_1 uncultured_organism_g__Coprococcus_1

Firmicutes Clostridia Clostridiales L i ied_f__L i _f__Lachnospiraceae

Firmicutes Clostridia Clostridiales _UCG-014 _organism_g__|

Firmicutes Clostridia Clostridiales Lachnospiraceae Blautia Blautia_hydrogenotrophica

Firmicutes Clostridia Clostridiales norank_f__| _g__norank_f__|

Firmicutes Clostridia Clostridiales Peptostreptococcacea Romboutsia uncultured_bacterium_g__Romboutsia

Firmicutes Clostridia Clostridiales Ruminococcaceae Anaerotruncus uncultured_bacterium_g__Anaerotruncus

Firmicutes Clostridia Clostridiales i . UCG-014 uncultured_bacterium_g__Ruminococcaceae_UCG-014
Firmicutes Clostridia Clostridiales _UCG-014 unclassified_g__Ruminococcaceae_UCG-014

Firmicutes Clostridia Clostridiales Ruminococcaceae  [Eubacterium]_copr i . g gut_ _g__[Eubacterium]_coprostanoligenes_group
Firmicutes Clostridia Clostridiales i _UCG-005 unclassified_g__Ruminococcaceae_UCG-005

Firmicutes Clostridia Clostridiales Ruminococcaceae  Flavonifractor uncultured_bacterium_g__Flavonifractor

Firmicutes Clostridia Clostridiales i :_UCG-014 _bacterium_g__|

Firmicutes Clostridia Clostridiales ._UCG-005 uncultured_prokaryote_g__Ruminococcaceae_UCG-005
Firmicutes Clostridia Clostridiales _f_| ied_f__| i

Firmicutes Clostridia Clostridiales Ruminococcaceae  Butyricicoccus unclassified_g__Butyricicoccus

Firmicutes Clostridia Clostridiales L ified_f__L _f_L iraceae

Firmicutes Bacilli L i tr tr tr ¥ _subsp._

Firmicutes Clostridia Clostridiales norank_f__| _bacterium_AM2

Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ uncultured_organism_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales Lachnospiraceae Shuttleworthia uncultured_bacterium_g__Shuttleworthia

Firmicutes Clostridia Clostridiales Lachnospiraceae Blautia uncultured_bacterium_g__Blautia

Firmicutes Clostridia Clostridiales i :_UCG-014 uncultured_rumen_bacterium_g__Ruminococcaceae_UCG-014
Firmicutes Clostridia Clostridiales . UCG-004 unclassified_g__Ruminococcaceae_UCG-004

Firmicutes Clostridia Clostridiales norank_f_| human_gut_metagenome_g__norank_f__Ruminococcaceae
Firmicutes Clostridia Clostridiales L | i_group bacterium_ic1296

Firmicutes Clostridia Clostridiales Ruminococcaceae Anaerofilum _bacterium_g__Anaerofilum

Firmicutes Clostridia Clostridiales L i ied_f__| _f__Lachnospiraceae

Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Erysipelotrichia Erysipelotrichales  Erysipelotrichaceae  Erysipelatoclostridium Candidatus_Stoquefichus_sp._SN16

Firmicutes Clostridia Clostridiales Lachnospiraceae [Eubacterium]_hallii_group uncultured_bacterium_g__[Eubacterium]_hallii_group
Firmicutes Clostridia Clostridiales i idium_5 uncultured_bacterium_g__Ruminiclostridium_5

Firmicutes Clostridia Clostridiales Chr Chri; :_R-7_group _bacterium_g__Chr

Firmicutes Clostridia Clostridiales Lachnospiraceae Blautia unclassified_g__Blautia

Firmicutes Clostridia Clostridiales L ified_f__L _f_L iraceae

Firmicutes Clostridia Clostridiales ._UCG-005 uncultured_Clostridiales_bacterium_g__Ruminococcaceae_UCG-005
Firmicutes Clostridia Clostridiales _f_| _f_|

Firmicutes Clostridia Clostridiales L | f_ L _f_Lachnospiraceae

Firmicutes Clostridia Clostridiales Ruminococcaceae Anaerotruncus uncultured_bacterium_g__Anaerotruncus

Firmicutes Clostridia Clostridiales L i | f_ L _f__Lachnospiraceae

Firmicutes Clostridia Clostridiales Ruminococcaceae Anaerotruncus Anaerotruncus_colihominis_DSM_17241

Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ uncultured_Clostridia_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Pr ia  Gammapr a unclassified_g__Pseudomonas

Firmicutes Clostridia Clostridiales Chri: Chr _R-7_group i_g__Chr _R-7_group

Firmicutes Clostridia Clostridiales uncultured_Subdoligranulum_sp.

Firmicutes Clostridia Clostridiales Lachnospiraceae Marvinbryantia unclassified_g__Marvinbryantia

Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ unclassified_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales L i | f_ L _f_Lachnospiraceae

_R-7_group
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Firmicutes Clostridia Clostridiales _NK4A214_group uncultured_organism_g__Ruminococcaceae_NK4A214_group oTu703 12 176 45
Firmicutes Clostridia Clostridiales 1 fL ied_f__L iraceae 0TUs40 21 37 14
Firmicutes Clostridia Clostridiales D Defluvi _UCG-011 uncultured_bacterium_g__Defluviitaleaceae_UCG-011 otu72s 267 31 15
Firmicutes Clostridia Clostridiales i _UCG-010 |_bacterium_g__| _UCG-010 0oTU799 0 64 50
Firmicutes Clostridia Clostridiales _UCG-014 unclassified_g__Ruminococcaceae_UCG-014 0oTU163 0 3 459
Firmicutes Clostridia Clostridiales Clostridiales_vadinBB¢ norank_f_Clostridiales_vadinBB60_ unclassified_g__norank_f_Clostridiales_vadinBB60_group oTUs7 50 264 142
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o_| _RF9 _g__norank_o_| _RF9 oTU294 0 23 1023
Firmicutes Clostridia Clostridiales ' ium |_bacterium_g__Hydr 0TUs13 0 79 76
Firmicutes Clostridia Clostridiales _UCG-014 unclassified_g__Ruminococcaceae_UCG-014 0TU405 82 2 26
Firmicutes Clostridia Clostridiales _UCG-014 |_bacterium_g__| _UCG-014 0TUS70 3 4 102
Firmicutes Clostridia Clostridiales norank_f_| _g__norank_f_| oTu313 91 85 88
Firmicutes Bacilli L 1 L i Lactobacillus_aviarius 0TUS99 0 2 0
Firmicutes Clostridia Clostridiales 1 L f_L |_f__Lachnospiraceae otu717 115 72 55
Firmicutes Clostridia Clostridiales Lachnospiraceae Eisenbergiella unclassified_g__Eisenbergiella 0oTU443 0 193 84
Firmicutes Clostridia Clostridiales i norank_f_| _sp._16442 oru113 47 11 13
Firmicutes Clostridia Clostridiales Ruminococcaceae  Ruminococcus_1 unclassified_g__Ruminococcus_1 0TU140 0 1 81
Firmicutes Clostridia Clostridiales Lachnospiraceae Lachnospira unclassified_g__Lachnospira otu170 90 50 29
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mol norank_o__Mollicutes_RF9 _bacterium_g__norank_o__Mollicutes_RF9 oTUs23 53 78 37
Firmicutes Clostridia Clostridiales i ied_f__| f_| oTU83s 138 18 55
Firmicutes Erysipelotrichia Erysipelotrichales  Erysipelotrichaceae  norank_f__Erysipelotrichaceae Clostridiales_bacterium_10-3b oTus21 69 38 53
Firmicutes Clostridia Clostridiales Peptococcaceae norank_f__Peptococcaceae uncultured_bacterium_g__norank_f__Peptococcaceae oTu4s1 7 58 38
Firmicutes Clostridia Clostridiales 1 L f_L f_L iraceae oTu13s 0 0 71
Firmicutes Clostridia Clostridiales 1 L f_L |_f__Lachnospiraceae 0TUS50 0 89 7
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus uncultured_bacterium_g__Anaerotruncus 0TUSS6 2 3 19
Firmicutes Erysipelotrichia Erysipelotrichales  Erysipelotrichaceae  norank_f__Erysipelotrichaceae Clostridiales_bacterium_60-7e 0oTUSs83 36 4 5
Firmicutes Clostridia Clostridiales i _UCG-014 unclassified_g__Ruminococcaceae_UCG-014 0TU200 24 34 49
Bacteroidetes  Bacteroidia Bacteroidales Rikenellaceae Alistipes gut_metagenome_g__Alistipes otu197 33 92 28
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__Mollicutes_RF9 gut_metagenome_g__norank_o__Mollicutes_RF9 0oTU156 0 6 25
Firmicutes Clostridia Clostridiales i f_| ified_f_| oTUs6 107 0 2
Firmicutes Erysipelotrichia Erysipelotrichales  Erysipelotrichaceae  Faecalitalea unclassified_g__Faecalitalea oTu784 1 66 5
Firmicutes Bacilli L i 1 i L Lactobacillus_johnsonii 0TUs01 0 18 174
Bacteroidetes Bacteroidia Bacteroidales Rikenellaceae Alistipes unclassified_g__Alistipes 0oTUs77 39 100 25
Firmicutes Clostridia Clostridiales i i unclassified_g__Subdoligranulum otus3 116 3 0
Pr ia  Deltapr ia D ionales D ionaceae D unclassified_g__Desulfovibrio 0TUs36 1 71 18
Firmicutes Clostridia Clostridiales Clostridiales_vadinBB¢ norank_f_Clostridiales_vadinBB60_ unclassified_g__norank_f__Clostridiales_vadinBB60_group oTU102 0 157 0
Firmicutes Erysipelotrichia Erysipelotrichales  Erysipelotrichaceae  E idium ied_g_El idium otus 126 85 65
Firmicutes Clostridia Clostridiales Lachnospiraceae [Ruminococcus]_torques_group  unclassified_g__[Ruminococcus]_torques_group 0TUS31 27 6 8
Firmicutes Clostridia Clostridiales i _UCG-014 unclassified_g__Ruminococcaceae_UCG-014 0TUs14 0 1 0
Actinobacteria  Actinobacteria Coriobacteriales  Coriobacteriaceae  Senegalimassilia Coriobacteriaceae_bacterium_CHKCIO02 0TU206 9 35 47
Firmicutes Clostridia Clostridiales i _UCG-014 |_bacterium_g__| _UCG-014 oTU842 0 95 27
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus uncultured_organism_g__Anaerotruncus 0TUS68 0 1 36
Firmicutes Clostridia Clostridiales norank_f_| _g__norank_f__| oTu141 1 2 84
Firmicutes Clostridia Clostridiales Clostridiales_vadinBB¢ norank_f_Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group 0TU109 0 0 0
[ 2 G ia philale: norank_o__Gastranae norank_o__Gastranaerophilales  uncultured_rumen_bacterium_g__norank_o__Gastranaerophilales oTU142 0 0 0
Firmicutes Clostridia Clostridiales 1 i L f_L i |_f__Lachnospiraceae 0TUE99 13 2 142
Firmicutes Clostridia Clostridiales _UCG-010 gut_metagenome_g__Ruminococcaceae_UCG-010 oTus27 18 26 15
Firmicutes Clostridia Clostridiales 1 L f_L i |_f__Lachnospiraceae 0TUs12 93 23 58
Firmicutes Clostridia Clostridiales D Defluvii _UCG-011 |_bacterium_g__D _UCG-011 0TUS67 41 38 56
Firmicutes Clostridia Clostridiales Lachnospiraceae Blautia uncultured_bacterium_g__Blautia oTU766 37 1 3
Firmicutes Clostridia Clostridiales Chr Chri _R-7_group _g__Chri _R-7_group oTU148 0 20 2
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__Mollicutes_RF9 uncultured_bacterium_g__norank_o__Mollicutes_RF9 0oTUSS59 0 75 66
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus 0TUs57 72 10 15
Firmicutes Clostridia Clostridiales Clostridiales_vadinBB¢ norank_f_Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group otu22 0 114 9
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus uncultured_Clostridiaceae_bacterium_g__Anaerotruncus 0OTUs18 50 0 7
Firmicutes Clostridia Clostridiales Ruminococcaceae  Flavonifractor uncultured_bacterium_g__Flavonifractor oTUs11 7 39 3
Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f_Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group oTu761 0 964 1
Firmicutes Clostridia Clostridiales Clostridiales_vadinBB¢ norank_f_Clostridiales_vadinBB60_ unclassified_g__norank_f_Clostridiales_vadinBB60_group oTU231 0 391 45
Firmicutes Clostridia Clostridiales 1 fL f_L iraceae otu73 12 5 18
Firmicutes Erysipelotrichia Erysipelotrichales  Erysipelotrichaceae  Erysipelatoclostridium Clostridiales_bacterium_CHKCI006 0oTU700 40 25 39
Firmicutes Clostridia Clostridiales 1 ified_f__L ied_f__L iraceae oTU742 0 5 13
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus uncultured_bacterium_g__Anaerotruncus 0TU146 88 3 49
Firmicutes Clostridia Clostridiales i _UCG-010 |_bacterium_g__| _UCG-010 oTu741 0 2 40
Firmicutes Clostridia Clostridiales unclassified_g__Subdoligranulum oTUs2 0 0 2
Firmicutes Clostridia Clostridiales Lachnospiraceae Blautia uncultured_bacterium_g__Blautia 0oTU466 21 1 19
Firmicutes Clostridia Clostridiales Chri Chr . R-7_group  uncultured_bacterium_g__Christensenellaceae_R-7_group oTU746 4 4 23
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mol norank_o__Mollicutes_RF9 _bacterium_g__norank_o__Mollicutes_RF9 oTU192 0 58 0
Firmicutes Clostridia Clostridiales Clostridiales_vadinBB¢ norank_f_Clostridiales_vadinBB60_ uncultured_organism_g__norank_f_Clostridiales_vadinBB60_group 0oTU103 0 57 0
Firmicutes Clostridia Clostridiales 1 fL f_L iraceae oTU473 219 1 0
Firmicutes Clostridia Clostridiales idium_9 uncultured_bacterium_g__Ruminiclostridium_9 otu110 1 21 5
Firmicutes Bacilli 1 1 L Lactobacillus_agilis 0TUs07 0 0 1
Firmicutes Clostridia Clostridiales Lachnospiraceae Marvinbryantia uncultured_organism_g__Marvinbryantia oTu437 0 2 28
Firmicutes Clostridia Clostridiales i _UCG-014 unclassified_g__Ruminococcaceae_UCG-014 oTU338 0 167 0
Firmicutes Clostridia Clostridiales Clostridiales_vadinBB¢ norank_f_Clostridiales_vadinBB60_ uncultured_rumen_bacterium_g__norank_f_Clostridiales_vadinBB60_group 0oTU330 0 0 11
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mol norank_o__Mollicutes_RF9 _bacterium_g__norank_o__Mollicutes_RF9 otu28 0 8 16
Firmicutes Clostridia Clostridiales Lachnospiraceae Coprococcus_1 unclassified_g__Coprococcus_1 0oTUS39 1 1 70
Firmicutes Clostridia Clostridiales 1 ified_f__L f_L iraceae 0TUs42 12 5 19
Firmicutes Clostridia Clostridiales _UCG-014 unclassified_g__Ruminococcaceae_UCG-014 0TUS90 3 26 83
Firmicutes Clostridia Clostridiales norank_f_| _g__norank_f_| otu701 12 6 4
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus uncultured_bacterium_g__Anaerotruncus oTU249 1 2 149
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus uncultured_bacterium_g__Anaerotruncus 0oTU248 4 140 52
Firmicutes Clostridia Clostridiales i idium_5 unclassified_g__Ruminiclostridium_5 oTU826 1 0 12
Firmicutes Clostridia Clostridiales Family_XIll [Eubacterium]_nodatum_group ~ Eubacteriaceae_bacterium_Marseille-P2843 0oTUSs8s 19 26 45
Firmicutes Clostridia Clostridiales Chri Chr . R-7_group  uncultured_bacterium_g__Christensenellaceae_R-7_group oTU167 23 17 8
Firmicutes Clostridia Clostridiales Lachnospiraceae norank_f__Lachnospiraceae Clostridiales_bacterium_CHKCI001 0TUs20 0 7 33
Firmicutes Clostridia Clostridiales i ied_f__Rumi ified_f_| oTu238 28 40 104
Firmicutes Clostridia Clostridiales f_| f_| oTu133 22 35 20
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__Mollicutes_RF9 uncultured_bacterium_g__norank_o__Mollicutes_RF9 0TUs06 16 26 11
Firmicutes Clostridia Clostridiales i _UCG-009 |_bacterium_g__| _UCG-009 otu779 16 8 4
Firmicutes Clostridia Clostridiales _NK4A214_group uncultured_organism_g__Ruminococcaceae_NK4A214_group oTU410 0 26 41
errucomicr errucomicrobial err err Akkermansia unclassified_g__Akkermansia oTU344 0 0 13
Firmicutes Clostridia Clostridiales Clostridiales_vadinBB¢ norank_f_Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group otu1 0 0 0
Firmicutes Clostridia Clostridiales Ruminococcaceae  Oscillospira uncultured_bacterium_g__Oscillospira oTu158 0 8 6
Firmicutes Clostridia Clostridiales Lachnospiraceae Lachnospiraceae_NK4A136_group  unclassified_g__Lachnospiraceae_NK4A136_group otu187 0 0 0
Firmicutes Clostridia Clostridiales 1 ified_f__L ied_f__L iraceae 0oTU463 0 5 6
Firmicutes Clostridia Clostridiales f_| |_f__Peptostr 0TUs26 13 1 0
Firmicutes Bacilli 1 1 L unclassified_g__Lactobacillus oTU448 0 3 0
Firmicutes Clostridia Clostridiales :_NK4A214_group uncultured_rumen_bacterium_g__Ruminococcaceae_NK4A214_group oTu181 0 1 0
Firmicutes Clostridia Clostridiales _UCG-014 unclassified_g__Ruminococcaceae_UCG-014 oTUs22 1 97 109
Firmicutes Clostridia Clostridiales _UCG-013 unclassified_g__Ruminococcaceae_UCG-013 oTu4ss 0 0 1
Firmicutes Clostridia Clostridiales Clostridiales_vadinBB¢ norank_f_Clostridiales_vadinBB60_ unclassified_g__norank_f_Clostridiales_vadinBB60_group oTU198 1 0 5
Firmicutes Clostridia Clostridiales Clostridiales_vadinBB¢ norank_f_Clostridiales_vadinBB60_ unclassified_g__norank_f_Clostridiales_vadinBB60_group 0oTU241 0 0 2
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mol norank_o__Mollicutes_RF9 _g__norank_o__Mollicutes_RF9 0oTU803 0 3 0
Firmicutes Clostridia Clostridiales 1 i ied_f_L i |_f__Lachnospiraceae otus1 63 4 10
Firmicutes Clostridia Clostridiales _UCG-014 unclassified_g__Ruminococcaceae_UCG-014 otu12 0 2 2
Firmicutes Clostridia Clostridiales Chri Chr ._R-7_group _g__Chr ._R-7_group oTU165 0 0 0
Firmicutes Clostridia Clostridiales unclassified_o__Closti unclassified_o__Clostridiales unclassified_o__Clostridiales 0TUs82 0 15 133
Firmicutes Clostridia Clostridiales i f_| f_| oTU79 0 56 64
Firmicutes Clostridia Clostridiales f_| f_| oTU4s5 97 2 1
Firmicutes Clostridia Clostridiales Family_XIll undlassified_f__Family_Xill unclassified_f__Family_Xill oTu4ss 2 39 60
Firmicutes Clostridia Clostridiales i _UCG-013 |_bacterium_g_| _UCG-013 0oTU498 76 7 7
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus 0TUS66 0 88 0



Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ uncultured_Firmicutes_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales i ridium_5 |_bacterium_g__| idium_5

Firmicutes Clostridia Clostridiales . UCG-014 uncultured_bacterium_g__Ruminococcaceae_UCG-014
Firmicutes Clostridia Clostridiales . UCG-010 |_bacterium_g_| _UCG-010
Firmicutes Clostridia Clostridiales . UCG-014 uncultured_bacterium_g__Ruminococcaceae_UCG-014
Firmicutes Clostridia Clostridiales Ruminococcaceae [Eubacterium]_coprostanoligenes_g unclassified_g__[Eubacterium]_coprostanoligenes_group
Firmicutes Clostridia Clostridiales i . UCG-014 unidentified_rumen_bacterium_JW32

Firmicutes Clostridia Clostridiales _UCG-008 |_bacterium_g_| _UCG-008
Firmicutes Clostridia Clostridiales Family_Xill Family_XIll_UCG-001 uncultured_bacterium_g__Family_XIll_UCG-001

Firmicutes Clostridia Clostridiales i ridium_5 |_bacterium_g__| i idium_5

Firmicutes Clostridia Clostridiales Peptococcaceae norank_f__Peptococcaceae uncultured_organism_g__norank_f__Peptococcaceae

Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerofilum |_bacterium_g__Anaerofilum

Firmicutes Clostridia Clostridiales Lachnospiraceae Marvinbryantia uncultured_bacterium_g__Marvinbryantia

Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus

Firmicutes Clostridia Clostridiales Clostridiales_vadinBB¢ norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales i ridium_5 unclassified_g__Ruminiclostridium_5

Firmicutes Clostridia Clostridiales unclassified_o__Closti unclassified_o__Clostridiales unclassified_o__Clostridiales

Tenericutes Mollicutes Mollicutes_RF9  norank_o__Moll norank_o__Mollicutes_RF9 |_bacterium_g__norank_o__Mollicutes_RF9
Firmicutes Erysipelotrichia Erysipelotrichales  Erysipelotrichaceae  norank_f__Erysipelotrichaceae uncultured_Erysipelotrichaceae_bacterium_g__norank
Tenericutes | \aer \aer ol |_bacterium_g__Anaeroplasm:

Firmicutes Clostridia Clostridiales . UCG-014 unclassified_g__Ruminococcaceae_UCG-014

Firmicutes Clostridia Clostridiales ridium_9 unclassified_g__Ruminiclostridium_9

Firmicutes Clostridia Clostridiales norank_f__| human_gut_metagenome_g__norank_f__Ruminococcaceae

C a G a philale: norank_o__Gastranae norank_o__Gastranaerophilales  uncultured_bacterium_g__norank_o__Gastranaerophilales
Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales L ified_f__L _f_L iraceae

Firmicutes Clostridia Clostridiales i | f_| |

Tenericutes Mollicutes NB1-n norank_o__NB1-n  norank_o_ NB1-n uncultured_organism_g__norank_o_ NB1-n

Firmicutes Clostridia Clostridiales i . UCG-013 uncultured_bacterium_g__Ruminococcaceae_UCG-013
Firmicutes Clostridia Clostridiales . UCG-014 unclassified_g__Ruminococcaceae_UCG-014

Firmicutes Clostridia Clostridiales idium uncultured_bacterium_g__Ruminiclostridium

C a G a philale: norank_o__Gastranae norank_o__( ol _g__norank_o__(

Firmicutes Clostridia Clostridiales L i ied_f__L i _f_Lachnospiraceae

Firmicutes Clostridia Clostridiales Lachnospiraceae Roseburia unclassified_g__Roseburia

Firmicutes Clostridia Clostridiales Clostridiales_vadinBB¢ norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Moll norank_o__Mollicutes_RF9 _g__norank_o__Mollicutes_RF9

Firmicutes Clostridia Clostridiales Lachnospiraceae Lachnospiraceae_UCG-010 uncultured_bacterium_g__Lachnospiraceae_UCG-010
Firmicutes Clostridia Clostridiales ified_f | _f__Rumi

Firmicutes Clostridia Clostridiales . UCG-013 uncultured_bacterium_g__Ruminococcaceae_UCG-013
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Moll norank_o__Mollicutes_RF9 |_bacterium_g__norank_o__Mollicutes_RFS
Firmicutes Clostridia Clostridiales Ruminococcaceae  [Eubacterium]_coprostanoligenes_g unclassified_g__[Eubacterium]_coprostanoligenes_group
Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ unclassified_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales Chri Chr . R-7_group _g_ Chr . R-7_group

Firmicutes Clostridia Clostridiales norank_f_| _g__norank_f__|

Firmicutes Clostridia Clostridiales i |

Firmicutes Clostridia Clostridiales Lachnospiraceae norank_f__L _g__norank_f__L

Firmicutes Clostridia Clostridiales Lachnospiraceae [Eubacterium]_ventriosum_group  uncultured_organism_g__[Eubacterium]_ventriosum_group
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Moll norank_o__Mollicutes_RF9 _g__norank_o__Mollicutes_RF9

Firmicutes Clostridia Clostridiales L i ied_f__L i _f_Lachnospiraceae

Tenericutes Mollicutes Mollicutes_RF9  norank_o__Moll norank_o__Mollicutes_RF9 |_bacterium_g__norank_o__Mollicutes_RFS
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus uncultured_bacterium_g__Anaerotruncus

Firmicutes Bacilli L L L i L _murinus_g__L

Firmicutes Clostridia Clostridiales Chri Chr . R-7_group uncultured_prokaryote_g__Christensenellaceae_R-7_group
Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales Lachnospiraceae Coprococcus_1 unclassified_g__Coprococcus_1

Tenericutes Mollicutes Mollicutes_RF9  norank_o__Moll norank_o__Mollicutes_RF9 _g__norank_o__Mollicutes_RF9

Firmicutes Clostridia Clostridiales Clostridiales_vadinBB¢ norank_f__ Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales i . UCG-014 unclassified_g__Ruminococcaceae_UCG-014

Firmicutes Clostridia Clostridiales unclassified_o__Closti unclassified_o__Clostridiales unclassified_o__Clostridiales

Firmicutes Clostridia Clostridiales Lachnospiraceae Roseburia unclassified_g__Roseburia

Firmicutes Clostridia Clostridiales L ified_f L ied_f aceae

Pr ia ia Burkholderial o o unclassified_g__Oxalobacter

Firmicutes Clostridia Clostridiales F i ium unclassified_g__Faecalibacterium

Firmicutes Clostridia Clostridiales idium_5 uncultured_bacterium_g__Ruminiclostridium_5

Firmicutes Clostridia Clostridiales L L iraceae_UCG-010 _bacterium_g__L _UCG-010
Bacteroidetes  Bacteroidia Bacteroidales Rikenellaceae Alistipes uncultured_bacterium_g__Alistipes

Firmicutes Erysipelotrichia Erysipelotrichales  Erysipelotrichaceae  [Clostridium]_innocuum_group uncultured_bacterium_g__[Clostridium]_innocuum_group
Firmicutes Clostridia Clostridiales unclassified_o__Closti unclassified_o__Clostridiales unclassified_o__Clostridiales

Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ gut_metagenome_g__norank_f__Clostridiales_vadinBB60_group
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__Mollicutes_RF9 uncultured_bacterium_g__norank_o__Mollicutes_RF9

¢ a G a philale: norank_o__Gastranae norank_o__ ol _g__norank_o__(

Firmicutes Clostridia Clostridiales Clostridiales_vadinBB¢ norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales L ified_f__L _f_L iraceae

Firmicutes Clostridia Clostridiales i norank_f__| _g__norank_f_|

Firmicutes Clostridia Clostridiales L ified_f__L _f_L iraceae

Firmicutes Clostridia Clostridiales Lachnospiraceae norank_f__Lachnospiraceae uncultured_organism_g__norank_f__Lachnospiraceae
Firmicutes Clostridia Clostridiales i . UCG-014 unclassified_g__Ruminococcaceae_UCG-014

Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__| _RF9 _g__norank_o__| _RF9

Firmicutes Clostridia Clostridiales ified_f_| _f_ Rumi

Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus

Tenericutes Mollicutes Mollicutes_RF9  norank_o__Moll norank_o__Mollicutes_RF9 |_bacterium_g__norank_o__Mollicutes_RFS
Firmicutes Clostridia Clostridiales i . UCG-010 uncultured_bacterium_g__Ruminococcaceae_UCG-010
Firmicutes Clostridia Clostridiales L L iraceae_FCS020_group |_bacterium_g__| _FCS020_group
Firmicutes Clostridia Clostridiales Ruminococcaceae  Caproiciproducens uncultured_bacterium_g__Caproiciproducens

Firmicutes Clostridia Clostridiales Peptococcaceae norank_f__| _g__norank_f__}

Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus uncultured_bacterium_g__Anaerotruncus

Firmicutes Clostridia Clostridiales L ified_f__L _f_L iraceae

Firmicutes Clostridia Clostridiales Chri Chr . R-7_group uncultured_bacterium_g__Christensenellaceae_R-7_group
Firmicutes Clostridia Clostridiales Ruminococcaceae  Ruminococcus_2 |_bacterium_g__| 2

Actinobacteria  Actinobacteria Coriobacteriales  Coriobacteriaceae  unclassified_f__Coriobacteriaceae unclassified_f__Coriobacteriaceae

Pr ia  Alphap Br Brucella Brucella_melitensis_g__Brucella

Firmicutes Clostridia Clostridiales idium_1 uncultured_bacterium_g__Ruminiclostridium_1

Tenericutes Mollicutes Mollicutes_RF9  norank_o__Moll norank_o__Mollicutes_RF9 _g__norank_o__Mollicutes_RF9

Firmicutes Clostridia Clostridiales i . UCG-014 unclassified_g__Ruminococcaceae_UCG-014

Firmicutes Clostridia Clostridiales norank_f_| _g__norank_f__|

Firmicutes Bacilli Lactobacillales Enterococcaceae Enterococcus Enterococcus_faecalis_g__Enterococcus

Firmicutes Bacilli L L L i Lactobacillus_coleohominis

Firmicutes Erysipelotrichia Erysipelotrichales  Erysipelotrichaceae  unclassified_f__Erysipelotrichaceae unclassified_f__Erysipelotrichaceae

Firmicutes Clostridia Clostridiales Chr Chri . R-7_group bacterium_YES7

Firmicutes Clostridia Clostridiales i idium_9 unclassified_g__Ruminiclostridium_9

Firmicutes Clostridia Clostridiales F i ium unclassified_g__Faecalibacterium

Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__| _RF9 _g__norank_o__| _RF9

Firmicutes Clostridia Clostridiales norank_f_| _g__norank_f__|

Firmicutes Clostridia Clostridiales Ruminococcaceae  Ruminococcus_1 uncultured_bacterium_g__Ruminococcus_1

Firmicutes Clostridia Clostridiales | f_| f

Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__Mollicutes_RF9 uncultured_bacterium_g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales Caproicip unclassified_g__Caproiciproducens

Firmicutes Clostridia Clostridiales Clostridiales_vadinBB¢ norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group

0TUB38
oTu3
0TU494
0oTu849
0TU114
0TU326
0TU749
oTu233
0TU36
0oTU39
0TU329
oTu75
0TU343
0TU660
0TUS536
oTu10
0TU678
oTug4
0TU137
0TU604
0TU772
0TU801
0TU220
0oTUS87
0oTuss
0TU502
0oTu17
0OTUS13
0TU166
0TU603
0TU720
0oTu347
0TU576
0TUS63
0TU731
0TU449
0TU669
0oTU104
0TU663
oTuga7
0Tu721

0oTUS48
0TU544
0TU155
0TU481
0oTU467
0TU622
0TU201
0TUB54
0OTUS75
0TU600
0oTUu728
0TU159
0TU608
0TU674
0TU802
0TU68

0TUS86
0TU175
0oTU8s4
0TU164
0oTu447
0TU4%0
oTu812
0TU485
0oTU611
0TU100
oTu9g

0TU763
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0TU839
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0TU500
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0TU132
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0TU757
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Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__Mollicutes_RF9 uncultured_bacterium_g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales Lachnospiraceae Coprococcus_1 |_bacterium_g__C 1

Firmicutes Clostridia Clostridiales Peptococcaceae Peptococcus uncultured_organism_g__Peptococcus

Firmicutes Clostridia Clostridiales i . UCG-014 unclassified_g__Ruminococcaceae_UCG-014

Firmicutes Clostridia Clostridiales norank_f__Rumi _g__norank_f_|

Firmicutes Clostridia Clostridiales Ruminococcaceae  Ruminococcus_1 |_organism_g__Rumi 1

Firmicutes Clostridia Clostridiales Clostridiales_vadinBB¢ norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales L ified_f__L _f_L iraceae

Firmicutes Clostridia Clostridiales i norank_f__| _bacterium_GD7

Firmicutes Erysipelotrichia Erysipelotrichales  Erysipelotrichaceae  Holdemania unclassified_g__Holdemania

Firmicutes Clostridia Clostridiales Ruminococcaceae  [Eubacterium]_coprostanoligenes_g unclassified_g__[Eubacterium]_coprostanoligenes_group
Firmicutes Clostridia Clostridiales Family_XIll Family_XIIl_AD3011_group uncultured_bacterium_g__Family_XIIl_AD3011_group
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__Mollicutes_RF9 uncultured_bacterium_g__norank_o__Mollicutes_RF9
Actinobacteria  Actinobacteria Coriobacteriales  Coriobacteriaceae unclassified_f__Coriobacteriaceae unclassified_f__Coriobacteriaceae

Firmicutes Clostridia Clostridiales i Candidatus_Soleaferrea uncultured_organism_g__Candidatus_Soleaferrea
Firmicutes Clostridia Clostridiales Ruminococcaceae [Eubacterium]_coprostanoligenes_g unclassified_g__[Eubacterium]_coprostanoligenes_group
Firmicutes Erysipelotrichia Erysipelotrichales  Erysipelotrichaceae  Erysij idium ified_g__Erysi idium

Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus uncultured_bacterium_g__Anaerotruncus

Firmicutes Clostridia Clostridiales L i | f_ L _f__Lachnospiraceae

Firmicutes Clostridia Clostridiales Lachnospiraceae Tyzzerella uncultured_bacterium_g__Tyzzerella

Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ gut_metagenome_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales Ruminococcaceae  Ruminococcus_2 unclassified_g__Ruminococcus_2

Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerofilum uncultured_bacterium_g__Anaerofilum

Firmicutes Clostridia Clostridiales i . UCG-014 unclassified_g__Ruminococcaceae_UCG-014

Firmicutes Clostridia Clostridiales . UCG-013 unclassified_g__Ruminococcaceae_UCG-013
Bacteroidetes  Bacteroidia Bacteroidales Rikenellaceae Alistipes unclassified_g__Alistipes

Firmicutes Clostridia Clostridiales L i ied_f__L i _f__Lachnospiraceae

Firmicutes Clostridia Clostridiales . UCG-009 |_bacterium_g_| _UCG-009
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__Mollicutes_RF9 uncultured_bacterium_g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales unclassified_o__Closti unclassified_o__Clostridiales unclassified_o__Clostridiales

Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__Mollicutes_RF9 uncultured_bacterium_g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales Ruminococcaceae Oscillibacter unclassified_g__Oscillibacter

Firmicutes Clostridia Clostridiales Ruminococcaceae  Butyricicoccus unclassified_g__Butyricicoccus

Firmicutes Clostridia Clostridiales unclassified_o__Closti unclassified_o__Clostridiales unclassified_o__Clostridiales

Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ uncultured_rumen_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales i . UCG-014 uncultured_bacterium_g__Ruminococcaceae_UCG-014
Firmicutes Clostridia Clostridiales ridium_5 _organism_g__| i ridium_5

Firmicutes Clostridia Clostridiales Lachnospiraceae Tyzzerella_3 uncultured_bacterium_g__Tyzzerella_3

Firmicutes Clostridia Clostridiales Eubacteriaceae Anaerofustis Anaerofustis_sp._Marseille-P2441

Firmicutes Clostridia Clostridiales i . UCG-013 unclassified_g__Ruminococcaceae_UCG-013

Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus

Firmicutes Clostridia Clostridiales i | f_| ified_f_ |

Firmicutes Clostridia Clostridiales _NK4A214_group unclassified_g__Ruminococcaceae_NK4A214_group
Firmicutes Clostridia Clostridiales _UCG-009 unclassified_g__Ruminococcaceae_UCG-009

Firmicutes Clostridia Clostridiales . UCG-013 |_organism_g__| . UCG-013
Actinobacteria  Actinobacteria Coriobacteriales  Coriobacteriaceae  Enterorhabdus uncultured_bacterium_g__Enterorhabdus

Tenericutes Mollicutes Mollicutes_RF9  norank_o__Moll norank_o__Mollicutes_RF9 _g__norank_o__Mollicutes_RF9

Firmicutes Clostridia Clostridiales i . UCG-010 uncultured_organism_g__Ruminococcaceae_UCG-010
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus uncultured_bacterium_g__Anaerotruncus

Firmicutes Clostridia Clostridiales Family_Xill Family_XIl_AD3011_group uncultured_bacterium_g__Family_XIll_AD3011_group
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerofilum |_bacterium_g__Anaerofilum

Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales unclassified_o__Closti unclassified_o__Clostridiales unclassified_o__Clostridiales

Firmicutes Clostridia Clostridiales i | f_| |

Firmicutes Clostridia Clostridiales | f_| f

Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__Mollicutes_RF9 uncultured_bacterium_g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales Eubacteriaceae Eubacterium Eubacterium_limosum

Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__Mollicutes_RF9 uncultured_bacterium_g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerofilum |_bacterium_g__Anaerofilum

Firmicutes Clostridia Clostridiales Clostridiales_vadinBB¢ norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales Lachnospiraceae Coprococcus_1 |_bacterium_g__C 1

Firmicutes Clostridia Clostridiales i . UCG-014 unclassified_g__Ruminococcaceae_UCG-014

Firmicutes Clostridia Clostridiales Ruminococcaceae [Eubacterium]_coprostanoligenes_g unclassified_g__[Eubacterium]_coprostanoligenes_group
Firmicutes Clostridia Clostridiales Clostridiales_vadinBB¢ norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_\ . |_Thermoanaer

Firmicutes Clostridia Clostridiales L i ied_f__L _f_Lachnospiraceae

Firmicutes Clostridia Clostridiales Ruminococcaceae  Oscillospira uncultured_bacterium_g__Oscillospira

Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ unclassified_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ unclassified_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales i . UCG-013 unclassified_g__Ruminococcaceae_UCG-013

Tenericutes Mollicutes Mollicutes_RF9  norank_o__Moll norank_o__Mollicutes_RF9 ied_g__norank_o__Mollicutes_RF9

Firmicutes Clostridia Clostridiales i _UCG-010 unclassified_g__Ruminococcaceae_UCG-010

Firmicutes Clostridia Clostridiales norank_f_| ied_g__norank_f_|

Firmicutes Clostridia Clostridiales ied_f__Rumi |

Firmicutes Clostridia Clostridiales _UCG-010 |_bacterium_g_| _UCG-010
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus uncultured_bacterium_g__Anaerotruncus

Firmicutes Clostridia Ther Ther Gelria uncultured_bacterium_g__Gelria

Firmicutes Clostridia Clostridiales Clostridiales_vadinBB¢ norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales Family_XIll unclassified_f__Family_XIll unclassified_f__Family_XIll

Firmicutes Clostridia Clostridiales Family_Xill [Eubacterium]_brachy_group uncultured_bacterium_g__[Eubacterium]_brachy_group
Firmicutes Clostridia Clostridiales ified_f_| _f_ Rumi

Firmicutes Clostridia Clostridiales Ruminococcaceae  Intestinimonas uncultured_bacterium_g__Intestinimonas

Firmicutes Clostridia Clostridiales L ified_f__L _f_L iraceae

Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus

Firmicutes Bacilli L L L i |_bacterium_g__L

Firmicutes Clostridia Clostridiales i . V9D2013_group uncultured_bacterium_g__Ruminococcaceae_V9D2013_group
Firmicutes Erysipelotrichia Erysipelotrichales  Erysipelotrichaceae  norank_f__Erysipelotrichaceae uncultured_Erysipelotrichales_bacterium_g__norank
Firmicutes Clostridia Clostridiales Ruminococcaceae  Papillibacter uncultured_bacterium_g__Papillibacter

Tenericutes Mollicutes Mollicutes_RF9  norank_o__Moll norank_o__Mollicutes_RF9 _g__norank_o__Mollicutes_RF9

I 2 G ia ilale: norank_o__Gastranae norank_o__Gastranaerophilales  uncultured_bacterium_g__norank_o__Gastranaerophilales
Firmicutes Clostridia Clostridiales i . UCG-013 |_bacterium_g__| _UCG-013
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus

Firmicutes Clostridia Clostridiales Ruminococcaceae Anaerotruncus unclassified_g__Anaerotruncus

Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__| _RF9 _g__norank_o__| _RF9

Firmicutes Clostridia Clostridiales ified_f_| _f_ Rumi

Firmicutes Clostridia Clostridiales L | f L i _f__Lachnospiraceae

Firmicutes Clostridia Clostridiales . UCG-014 unclassified_g__Ruminococcaceae_UCG-014

Firmicutes Erysipelotrichia Erysipelotrichales  Erysipelotrichaceae  Dielma unclassified_g__Dielma

Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus

Firmicutes Clostridia Clostridiales i norank_f__| _g__norank_f_|

Firmicutes Clostridia Clostridiales L ified_f__L _f_L iraceae

Actinobacteria  Actinobacteria Coriobacteriales  Coriobacteriaceae  Gordonibacter unclassified_g__Gordonibacter

Pr a P Burkholderial Burkholderia Burkholder holderia ied_g__Burkholder holderia

Firmicutes Clostridia Clostridiales Family_Xill Family_XIl_AD3011_group uncultured_bacterium_g__Family_XIll_AD3011_group
Firmicutes Clostridia Clostridiales ified_f | ied_f__Rumi

Firmicutes Clostridia Clostridiales Clostridiales_vadinBB¢ norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_¢ norank_f__Bacteroidales_S24-7_gro uncultured_bacterium_g__norank_f__Bacteroidales_S24-7_group
Firmicutes Clostridia Clostridiales i ied_f__Rumi

Firmicutes Clostridia Clostridiales L ified_f__L iraceae

Firmicutes Clostridia Clostridiales Chri Chr . R-7_group . R-7_group

_bacterium_g__norank_f__Clostridiales_vadinBB60_grt

0TU792
0TU629
0TUB65
0TUS32
0TU671
OTUS6
0TU714
0TU726
0TUu72
0TU702
0TU747
OTU579
0TU756
oTu4
0TU492
0TU656
0TU506
oTu42
0TU509
oTu777
0TU19
0TUS49
0TU677
oTu487
0TU145
0TU667
0TU771
0TU750
0TU543
0OTUS35
0TU153
0TU409
0TU609
0oTU411
0TU34
OTUS17
0TU8s0
0TUS41
0TUB35
0TU136
0TU76
0TU542
0oTus31
0TU168
0TU71
0TU204
0oTu221
0oTu788
0TU20
0TUS82
0TUB34
0oTu832

0oTU672

0TU69

oTu14

0TU615
0oTU118
0TU505
0oTu637
0TUB52
0oTU323
0TU715
0oTU729
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0oTU780
0TU723
0oTu101
0oTu117
oTu93

0TU759
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Firmicutes Clostridia Clostridiales Ruminococcaceae  [Eubacterium]_coprostanoligenes_g uncultured_bacterium_g__[Eubacterium]_coprostanoligenes_group
Firmicutes Erysipelotrichia Erysipelotrichales  Erysipelotrichaceae  Erysipelatoclostridium Clostridiales_bacterium_CHKCI006
Firmicutes Clostridia Clostridiales i ied_f__| ified_f_|
Firmicutes Clostridia Clostridiales . UCG-013 uncultured_Clostridiaceae_bacterium_g__Ruminococcaceae_UCG-013
Firmicutes Clostridia Clostridiales Chri Chr . R-7_group human_gut_metagenome_g__Christensenellaceae_R-7_group
Firmicutes Clostridia Clostridiales F i ium |_bacterium_g_F ium
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus
Firmicutes Erysipelotrichia Erysipelotrichales  Erysipelotrichaceae  Turicibacter |_bacterium_g__Turici
Firmicutes Clostridia Clostridiales i i unclassified_g__Subdoligranulum
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus uncultured_Clostridiaceae_bacterium_g__Anaerotruncus
Firmicutes Clostridia Clostridiales Family_Xill unclassified_f__Family_XIII unclassified_f__Family_XIll
Firmicutes Clostridia Clostridiales i :_UCG-014 unidentified_rumen_bacterium_Jw32
Firmicutes Clostridia Clostridiales Ruminococcaceae  Papillibacter unclassified_g__Papillibacter
Firmicutes Clostridia Clostridiales ified_f_| ied_f i
Firmicutes Clostridia Clostridiales Peptococcaceae norank_f__Peptococcaceae uncultured_bacterium_g__norank_f__Peptococcaceae
Firmicutes Bacilli L L L i Lactobacillus_ingluviei
Firmicutes Clostridia Clostridiales Ruminococcaceae  [Eubacterium]_coprostanoligenes_g unclassified_g__[Eubacterium]_coprostanoligenes_group
Firmicutes Clostridia Clostridiales unclassified_o__Closti unclassified_o__Clostridiales unclassified_o__Clostridiales
Firmicutes Clostridia Clostridiales Ruminococcaceae  [Eubacterium]_coprostanoligenes_g unclassified_g__[Eubacterium]_coprostanoligenes_group
Firmicutes Clostridia Clostridiales Peptococcaceae norank_f_| ied_g__norank_f_|
Firmicutes Clostridia Clostridiales i . UCG-013 uncultured_bacterium_g__Ruminococcaceae_UCG-013
Pr ia  Gammapr ia  Enter jales Enter jaceae  Proteus Proteus_mirabilis
Firmicutes Clostridia Clostridiales i norank_f__| _g__norank_f_|
Firmicutes Clostridia Clostridiales Lachnospiraceae Tyzzerella_3 unclassified_g__ Tyzzerella_3
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_¢ norank_f__Bacteroidales_S24-7_gro uncultured_bacterium_g__norank_f__Bacteroidales_$24-7_group
Firmicutes Clostridia Clostridiales ified_f_| _f_ Rumi
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus
Firmicutes Clostridia Clostridiales L ified_f__L ied_f__L iraceae
Firmicutes Clostridia Clostridiales Ruminococcaceae  Caproiciproducens unclassified_g__Caproiciproducens
Firmicutes Clostridia Clostridiales Ruminococcaceae  Butyricicoccus unclassified_g__Butyricicoccus
Pr ia ia Burkholderial o Herminii uncultured_bacterium_g__Herminiimonas
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Moll norank_o__Mollicutes_RF9 _g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales i . UCG-013 unclassified_g__Ruminococcaceae_UCG-013
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__Mollicutes_RF9 gut_metagenome_g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales Peptococcaceae norank_f__Peptococcaceae uncultured_bacterium_g__norank_f__Peptococcaceae
Firmicutes Clostridia Clostridiales i ridium unclassified_g__Ruminiclostridium
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_g norank_f__Bacteroidales_S24-7_gro unclassified_g__norank_f__Bacteroidales_S24-7_group
Firmicutes Clostridia Clostridiales i . UCG-014 unclassified_g__Ruminococcaceae_UCG-014
Firmicutes Clostridia Clostridiales Peptococcaceae norank_f__Peptococcaceae uncultured_bacterium_g__norank_f__Peptococcaceae
Firmicutes Clostridia Clostridiales L ified_f__L _f_L iraceae
Firmicutes Clostridia Clostridiales L i ied_f__| _f_Lachnospiraceae
Firmicutes Clostridia Clostridiales L ified_f__L _f_L iraceae
Firmicutes Clostridia Clostridiales i ._UCG-005 uncultured_Clostridiales_bacterium_g__Ruminococcaceae_UCG-005
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Moll norank_o__Mollicutes_RF9 |_bacterium_g__norank_o__Mollicutes_RFS
Firmicutes Clostridia Clostridiales Ruminococcaceae  [Eubacterium]_coprostanoligenes_g unclassified_g__[Eubacterium]_coprostanoligenes_group
Firmicutes Clostridia Clostridiales Lachnospiraceae Coprococcus_1 unclassified_g__Coprococcus_1
Firmicutes Clostridia Clostridiales L i ied_f__L _f__Lachnospiraceae
Firmicutes Clostridia Clostridiales | _f__Rumi
Firmicutes Clostridia Clostridiales Chri Chr . R-7_group uncultured_organism_g__Christensenellaceae_R-7_group
Bacteroidetes  Bacteroidia Bacteroidales Porphyromonadaceae Odoribacter uncultured_bacterium_g__Odoribacter
Firmicutes Clostridia Clostridiales Clostridiales_vadinBB¢ norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales L ified_f__L _f_L iraceae
Firmicutes Bacilli Lactobacillales Enterococcaceae Enterococcus unclassified_g__Enterococcus
Bacteroidetes  Bacteroidia Bacteroidales Prevotellaceae Alloprevotella gut_metagenome_g__Alloprevotella
Firmicutes Clostridia Clostridiales i ied_f__| ified_f_|

i ia i ia i fal ia i jum Bifidobacterium_pseudolongum_PV8-2
Firmicutes Clostridia Clostridiales Chri norank_f__Chri: _g__norank_f__Christensenellaceae
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Moll norank_o__Mollicutes_RF9 _g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales i norank_f__| _g__norank_f_|
Firmicutes Clostridia Clostridiales F i ium |_bacterium_g_F ium
Firmicutes Clostridia Clostridiales | f_| |
Firmicutes Clostridia Clostridiales Peptococcaceae norank_f__Peptococcaceae uncultured_bacterium_g__norank_f__Peptococcaceae
Firmicutes Clostridia Clostridiales i ied_f__Rumi ified_f_|
Firmicutes Clostridia Clostridiales Candidatus_Soleafer |_bacterium_g__Candidatus_Soleaferrea
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus uncultured_bacterium_g__Anaerotruncus
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__Mollicutes_RF9 uncultured_bacterium_g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales Eubacteriaceae Anaerofustis |_bacterium_g__Anaerofusti
Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ unclassified_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales Peptococcaceae norank_f__Peptococcaceae uncultured_bacterium_g__norank_f__Peptococcaceae
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus
Bacteroidetes  Bacteroidia Bacteroidales Rikenellaceae Rikenellaceae_RC9_gut_group unclassified_g__Rikenellaceae_RC9_gut_group
Firmicutes Clostridia Clostridiales i ._UCG-005 unclassified_g__Ruminococcaceae_UCG-005
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Moll norank_o__Mollicutes_RF9 |_Erysipelotrichaceae_bacterium_g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales Clostridiaceae_1 Candidatus_Arthromitus Candidatus_Arthromitus_sp._SFB-mouse-Japan
Firmicutes Clostridia Clostridiales unclassified_g__Subdoligranulum
Firmicutes Clostridia Clostridiales norank_f__| _g__norank_f_|
Firmicutes Clostridia Clostridiales | f_| _f__Rumi
Firmicutes Clostridia Clostridiales | f_| |
Firmicutes Clostridia Clostridiales ridium_5 unclassified_g__Ruminiclostridium_5
Firmicutes Phascolarctobacterium uncultured_organism_g__Phascolarctobacterium
Firmicutes Clostridia Clostridiales Chr _R-7_group _g__Chri ._R-7_group
Firmicutes Clostridia Clostridiales Peptococcaceae P _g__norank_f_P
Firmicutes Clostridia Clostridiales _UCG-010 |_bacterium_g_| _UCG-010
Firmicutes Clostridia Clostridiales . UCG-013 unclassified_g__Ruminococcaceae_UCG-013
Firmicutes Clostridia Clostridiales ridium_5 unclassified_g__Ruminiclostridium_5
Firmicutes Clostridia Clostridiales L i ied_f__L _f__Lachnospiraceae
Firmicutes Clostridia Clostridiales i . UCG-013 unclassified_g__Ruminococcaceae_UCG-013
Firmicutes Clostridia Clostridiales Ruminococcaceae  Ruminococcus_1 uncultured_organism_g__Ruminococcus_1
Firmicutes Clostridia Clostridiales | ied_f_|
Firmicutes Clostridia Clostridiales Chri ied_f__Chri _f__Chr
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Moll norank_o__Mollicutes_RF9 _g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales i Candidatus_Soleaferrea uncultured_bacterium_g__Candidatus_Soleaferrea

ified_k__r ified_k__norank _k__nol _k__noran ified_k__norank unclassified_k__norank

Firmicutes Clostridia Clostridiales | f_| |
Firmicutes Clostridia Clostridiales Peptococcaceae norank_f__| _g__norank_f__}
Firmicutes Clostridia Clostridiales L i ied_f__L _f__Lachnospiraceae
Firmicutes Clostridia Clostridiales Ruminococcaceae [Eubacterium]_coprostanoligenes_g unclassified_g__[Eubacterium]_coprostanoligenes_group
Firmicutes Clostridia Clostridiales i . UCG-013 uncultured_Clostridiaceae_bacterium_g__Ruminococcaceae_UCG-013
Firmicutes Clostridia Clostridiales F i ium unclassified_g__Faecalibacterium
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_g norank_f__Bacteroidales_S24-7_gro uncultured_Bacteroidales_bacterium_g__norank_f__Bacteroidales_$24-7_group
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Moll norank_o__Mollicutes_RF9 _g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales Chri Chr _group  uncultured_organism_g__Christensenellaceae_R-7_group
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus
Firmicutes Clostridia Clostridiales i . UCG-013 uncultured_bacterium_g__Ruminococcaceae_UCG-013
Firmicutes Clostridia Clostridiales _NK4A214_group unclassified_g_ Ruminococcaceae_NK4A214_group
Firmicutes Clostridia Clostridiales Chri Chr . R-7_group _g__Chr . R-7_group
Firmicutes Bacilli Bacillales Staphylococcaceae  Staphylococcus Staphylococcus_warneri
Firmicutes Bacilli Bacillales Staphylococcaceae  Staphylococcus . lentus_g__
Firmicutes Clostridia Clostridiales ified_f_ | _f_ Rumi
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__| _RF9 _g__norank_o__| _RF9
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Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus uncultured_bacterium_g__Anaerotruncus

i ia i ia Micr Intraspor Terrabacter uncultured_bacterium_g__Terrabacter
Firmicutes Clostridia Clostridiales i ied_f__| ified_f_|
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_¢ norank_f__Bacteroidales_S24-7_gro uncultured_bacterium_g__norank_f__Bacteroidales_S24-7_group
Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ unclassified_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales i ridium |_bacterium_g_| i idium
Firmicutes Clostridia Clostridiales Chri Chr . R-7_group _g_ Chr . R-7_group
Cyanobacteria  Cyanobacteria norank_c__Cyanob norank_c__Cyanobact norank_c__C ia _g__norank_c__C ia
Bacteroidetes  Bacteroidia Bacteroidales Prevotellaceae Prevotellaceae_UCG-001 uncultured_Bacteroidales_bacterium_g__Prevotellaceae_UCG-001
Firmicutes Bacilli L L L i unclassified_g__Lactobacillus
Firmicutes Clostridia Clostridiales i idium_9 Clostridiales_bacterium_NK3B98_g__Ruminiclostridium_9
Firmicutes Clostridia Clostridiales . UCG-013 |_bacterium_g__| _UCG-013
Bacteroidetes  Bacteroidia Bacteroidales Rikenellaceae Alistipes gut_metagenome_g__Alistipes
Firmicutes Clostridia _c_Clo _c_ Clostr . Clostridia unclassified_c__Clostridia
Firmicutes Clostridia Clostridiales Chri norank_f__Chri: _g__norank_f__Christensenellaceae
Firmicutes Clostridia Clostridiales L ified_f__L _f_L iraceae
Bacteroidetes  Bacteroidia Bacteroidales Prevotellaceae Paraprevotella unclassified_g__Paraprevotella
Firmicutes Clostridia Clostridiales Peptococcaceae norank_f__| _g__norank_f__}
Firmicutes Clostridia Clostridiales Lachnospiraceae Lachnospiraceae_NK4A136_group  unclassified_g__Lachnospiraceae_NK4A136_group
Firmicutes Clostridia Clostridiales Family_XIll [Eubacterium]_brachy_group uncultured_bacterium_g__[Eubacterium]_brachy_group
Firmicutes Clostridia Clostridiales L i ied_f__L i _f__Lachnospiraceae
Firmicutes Clostridia Clostridiales i _UCG-005 uncultured_bacterium_adhufec311
Firmicutes Clostridia Clostridiales _UCG-009 uncultured_bacterium_g__Ruminococcaceae_UCG-009
Firmicutes Clostridia Clostridiales ridium_1 unclassified_g__Ruminiclostridium_1
Actinobacteria  Actinobacteria Micrococcales Micrococcaceae Pseudarthrobacter unclassified_g__Pseudarthrobacter
Firmicutes Clostridia Clostridiales i . UCG-010 unclassified_g__Ruminococcaceae_UCG-010
Firmicutes Clostridia Clostridiales Clostridiaceae_1 Clostridium_sensu_stricto_1 uncultured_bacterium_g__Clostridium_sensu_stricto_1
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus uncultured_bacterium_g__Anaerotruncus
Firmicutes Clostridia Clostridiales i . UCG-014 unclassified_g__Ruminococcaceae_UCG-014
Firmicutes Erysipelotrichia Erysipelotrichales  Erysipelotrichaceae  Faecalibaculum |_bacterium_g_F
Firmicutes Clostridia Clostridiales i | f_| |
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus
Actinobacteria  Actinobacteria Coriobacteriales  Coriobacteriaceae  Coriobacteriaceae_UCG-002 uncultured_bacterium_g__Coriobacteriaceae_UCG-002
Firmicutes Clostridia Clostridiales Chr Chri _R-7_group _g__Chri ._R-7_group
Firmicutes Clostridia Clostridiales i . UCG-010 uncultured_bacterium_g__Ruminococcaceae_UCG-010
Firmicutes Clostridia Clostridiales Chr norank_f__Chr |_bacterium_g__norank_f__Christensenellaceae
Firmicutes Clostridia Clostridiales Chri Chr . R-7_group uncultured_bacterium_g__Christensenellaceae_R-7_group
Actinobacteria  Actinobacteria Coriobacteriales  Coriobacteriaceae unclassified_f _Coriobacteriaceae unclassified_f__Coriobacteriaceae
Firmicutes Clostridia Clostridiales i | f | |
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_¢ norank_f__Bacteroidales_S24-7_gro uncultured_bacterium_g__norank_f__Bacteroidales_S24-7_group
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus
Firmicutes Clostridia Clostridiales i . UCG-013 uncultured_Clostridiales_bacterium_g__Ruminococcaceae_UCG-013
Firmicutes Clostridia Clostridiales _UCG-010 uncultured_organism_g__Ruminococcaceae_UCG-010
Saccharibacteria Unknown_Class_p__Sacc Unknown_Order_c_ Unknown_Family_o__ Candidatus_Saccharimonas uncultured_bacterium_g__Candidatus_Saccharimonas
Firmicutes Clostridia Clostridiales L i ied_f__L _f__Lachnospiraceae
Chloroflexi KD4-96 norank_c__KD4-96 norank_c__KD4-96  norank_c__KD4-96 unclassified_g__norank_c__KD4-96
Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ unclassified_g__norank_f__Clostridiales_vadinBB60_group
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Moll norank_o__Mollicutes_RF9 _g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales i ied_f__Rumi |
Pr ia  Alphap ia K _bacterium_g__
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__| _RF9 _g__norank_o__| _RF9
Firmicutes Erysipelotrichia Erysipelotrichales  Erysipelotrichaceae  Turicibacter |_bacterium_g__Turici
Firmicutes Clostridia Clostridiales Lachnospiraceae Coprococcus_1 intestinal_bacterium_CG19-1
Firmicutes Clostridia Clostridiales Peptococcaceae norank_f__| _g__norank_f__}
Firmicutes Clostridia Clostridiales Peptococcaceae norank_f__P _g__norank_f_P
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidaceae Bacteroides Bacteroides_acidifaciens
Firmicutes Clostridia Clostridiales i ied_f__| |
Firmicutes Clostridia Clostridiales Lachnospiraceae Butyrivibrio uncultured_organism_g__Butyrivibrio
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__Mollicutes_RF9 uncultured_bacterium_g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales L ified_f__L _f_L iraceae
Pr ia ia izobi Bradyr Bradyrhizobium Bradyrhizobium_elkanii
Chloroflexi c Chlorof i uncultured_bacterium_g__Roseiflexus
Pre ia ia izobi aceae  norank_f_) aceae uncultured_bacterium_g__norank_f__Xanthobacteraceae
Firmicut |_p__Firmicut _p__Fir _p__Firmit |_p__Firmicutes unclassified_p__Firmicutes
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus uncultured_Clostridiales_bacterium_g__Anaerotruncus
Firmicutes Clostridia Clostridiales i t bacterium _bacterium_Marseille-P2399
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_¢ norank_f__Bacteroidales_S24-7_gro uncultured_bacterium_g__norank_f__Bacteroidales_S24-7_group
Bacteroidetes  Bacteroidia Bacteroidales Prevotellaceae Prevotellaceae_NK3B31_group uncultured_bacterium_g__Prevotellaceae_NK3B31_group
Pr a P ia Burkholderial Burkholderia Ralstonia unidentified_marine_bacterioplankton_g__Ralstonia
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__Mollicutes_RF9 uncultured_Erysipelotrichia_bacterium_g__norank
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus
Firmicutes Clostridia Clostridiales Clostridiales_vadinBBt norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Firmicutes Clostridia Clostridiales Chr _f__Chr i_f__Chri:
Firmicutes Clostridia Clostridiales Lachnospiraceae Tyzzerella unclassified_g__ Tyzzerella

i ia i ia i fal i ia i jum Bifidobacterium_pseudocatenulatum_DSM_20438__JCM_1200__LMG_10505
Firmicutes Clostridia Clostridiales Clostridiales_vadinBB¢ norank_f__Clostridiales_vadinBB60_ uncultured_bacterium_g__norank_f__Clostridiales_vadinBB60_group
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidaceae Bacteroides Bacteroides_sartorii
Firmicutes Clostridia Clostridiales i idium_5 unclassified_g__Ruminiclostridium_5
Firmicutes Clostridia Clostridiales Chr norank_f__Chr |_bacterium_g__norank_f__Christensenellaceae
Firmicutes Clostridia Clostridiales Ruminococcaceae  [Eubacterium]_coprostanoligenes_g unclassified_g__[Eubacterium]_coprostanoligenes_group
Firmicutes Clostridia Clostridiales i . UCG-013 unclassified_g__Ruminococcaceae_UCG-013
Chloroflexi c i Chloroflexal uncultured_bacterium_g__Roseiflexus
Firmicutes Clostridia Clostridiales | _f_ Rumi
Firmicutes Bacilli L i L i L Lactobacillus_saerimneri
Firmicutes Clostridia Clostridiales Ruminococcaceae  Ruminococcus_1 |_organism_g__Rumii 1
Deferribacteres Deferribacteres Deferribacterales Deferribacteraceae  Mucispirillum uncultured_bacterium_g__Mucispirillum
Chloroflexi c Chlorof i uncultured_bacterium_g__Roseiflexus
Actinobacteria  Actinobacteria Solirubrobacterales Solirubrobacteraceae Solirubrobacter uncultured_bacterium_g__Solirubrobacter
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus
Tenericutes Mollicutes Mollicutes_RF9  norank_o__Mollicutes norank_o__Mollicutes_RF9 uncultured_bacterium_g__norank_o__Mollicutes_RF9
Firmicutes Clostridia Clostridiales i ridium_5 |_bacterium_g__| idium_5
Firmicutes Clostridia Clostridiales . UCG-013 unclassified_g__Ruminococcaceae_UCG-013
Firmicutes Clostridia Clostridiales Peptococcaceae norank_f__Peptococcaceae uncultured_bacterium_g__norank_f__Peptococcaceae

i ia i ia __SuRB41 unclassified_g__RB41

ia ia iales Nocardi Marmoricola uncultured_bacterium_g__Marmoricola
Firmicutes Clostridia Clostridiales i ied_f__| |
Firmicutes Clostridia Clostridiales ridium_9 unclassified_g__Ruminiclostridium_9
ia ia Str unclassified_g__Streptomyces

Pr ia  Deltapr ia D jonales Di jonaceae D unclassified_g__Desulfovibrio
Firmicutes Clostridia Clostridiales L i ied_f__L _f_Lachnospiraceae
Firmicutes Clostridia Clostridiales Syntr y unclassified_g__Syntrophomonas
Bacteroidetes  Bacteroidia Bacteroidales Bacteroidales_S24-7_¢ norank_f__Bacteroidales_S24-7_gro uncultured_bacterium_g__norank_f__Bacteroidales_$24-7_group
Firmicutes Clostridia Clostridiales b p idium Peptoclostridium_difficile_g__Peptoclostridium
Firmicutes Erysipelotrichia Erysipelotrichales  Erysipelotrichaceae  [Clostridium]_innocuum_group uncultured_bacterium_g__[Clostridium]_innocuum_group
Firmicutes Clostridia Clostridiales i . UCG-009 |_bacterium_g__| _UCG-009
Firmicutes Clostridia Clostridiales Ruminococcaceae  Anaerotruncus unclassified_g__Anaerotruncus
Firmicutes Clostridia Clostridiales i ridium _organism_g__| i ridium
Bacteroidetes  Bacteroidia Bacteroidales B