Figure S2

GAGATCAAAGTGAGTAGGGCACACTGAATATGCAAACTCTAGCACATTTATAAAATATGTGTGTCTATCTGAAGGCAAGCAGCAT TTCTTTGTCCTTATAGTACTCT TAAAGCCACAGAAGTGATGAATTGGTACGCAGTCAACGAGATG

‘(n~1 ¢aE3)

Ton bases| 1 s
128, 954, 7000 128, 954, 750 128, 954, 800} 128,05
STS MarKer's oh GEMETIiC and Rad AT oM HUBK S MBS

scale
chrlt 128, e54, 600l

STS Markers
vour Sedusnce from B1at Search

T

\ UCSC Genes (Refsed, GEMBANK, TRNAS & COMAAMAT{Y¥e GEMGNiCz)
HCkaps,

HCkaps

Hekans,

HEKaRS

HEKaRS

A/KRR

Ensembl Gene Predictions — archive 65 - cecoall

NEMUST

MUST!
NIMUSTBRERE1 12553
HEMOET 77

HEMUST
HEMUST 1

Humsn Froteins Happed by Chained tBLASTR
RefSeq Genes

N N R

Figure S2. Blast result of gene Nckap5.



