
 

 

Figure S4. The first 20 GO terms. A: DEGs. B: Target genes of antisense regulation 

lncRNAs. C: Target genes of cis regulation lncRNAs. D: Target genes of trans 

regulation lncRNAs. The first circle: the top 20 GO terms were enriched, outside the 

circle is the coordinate ruler of the number of differential genes. Different colors 

represent different Ontology; the second circle: the number and Q value of the GO term 

in the DE gene background. The greater the number of DE genes background, the longer 

the bar; the smaller the Q value, the redder the color; the third circle: the bar graph of 

the ratio of up-regulated and down-regulated DE genes, dark purple represents the ratio 

of up-regulated DE genes, and light purple represents the ratio of down-regulated DE 

genes; the lower part shows the specific value; the fourth circle: the RichFactor value 

of each GO term. 

 


